
logo MKE I IVEKQNI FNDEDLSQLLYSF IDSKDELTFSFAESTI LHYVVFGGEDNLDVATKRLGAGI E I L I LSSDI LMDDLEDEDNHHQAFLWMKIDNRS
NTDB id 241263 BaGK RS16700 WP 094233215.1 MKEIIKQNIFNDDLSQLLYSFIDSKDLFSFAESTILHYVVFGGEDLDVATKLGAGIEILILSSDILDDLEDEDNHQAFWMKIDRS 85
NTDB id 93 BSU 31710 NP 391049.2 MKEIVEQNIFNEDLSQLLYSFIDSKETFSFAESTILHYVVFGGENLDVATRLGAGIEILILSSDIMDDLEDEDNHHALWMKINRS 85
consensus !!!!* !!!!!*!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!*!!!!!!!!!*! !!!! !!

logo ESLNAALSLYTAVGLSTS IHYSLMNI
NNPL I FKNYVLKYVKNEAMQGQHDDITNKSKTEDECSLEVIKRFLKCGSL IVALANVATGVI

LLASTGEYNSE I
T

NTDB id 241263 BaGK RS16700 WP 094233215.1 ESLNAALSLYTAGLSSIHSMNINPLIFNYVLKYVKEAMQGQHDDITNKSKTEDECLEVIKFKCGSLVALANVTGVILASGEYSEI 170
NTDB id 93 BSU 31710 NP 391049.2 ESLNAALSLYTVGLTSIYSLNNNPLIFKYVLKYVNEAMQGQHDDITNKSKTEDESLEVIRLKCGSLIALANVAGVLLATGEYNET 170
consensus !!!!!!!!!!! !!*!!*!*! !!!!! !!!!!! !!!!!!!!!!!!!!!!!!!*!!!!* !!!!!*!!!!! !!*!!*!!! !

logo VERYSYYKGI IVAQI SGDYHYVLFLSGRNRSDI EKNKHQTL IVYLYI
LKR I

LFNDEASEDELFLYLFI SHKDLYYKASLALDKDEKFEQEKKL I EKAGVTQYI
NTDB id 241263 BaGK RS16700 WP 094233215.1 VERYSYYKGIVAQISGDYHVLFSRNRSDIEKNKQTLVYLYIKRIFNEASEELFYLFSHKDLYYKALADKDKFEKKLIEAGVTQYI 255
NTDB id 93 BSU 31710 NP 391049.2 VERYSYYKGIIAQISGDYYVLLSGNRSDIEKNKHTLIYLYLKRLFNDASEDLLYLISHKDLYYKSLLDKEKFQEKLIKAGVTQYI 255
consensus !!!!!!!!!!*!!!!!!!*!! ! !!!!!!!!!*!!*!!!*!!*!!*!!!*! !! !!!!!!!! ! !!*!! !!! !!!!!!!

logo SVLLEQI
LYKQKC I SA I EQLNLDKAEKKE I

L IKECHLLNSYKTKDGDETNRACKRSTN
NTDB id 241263 BaGK RS16700 WP 094233215.1 SVLLQLYKQKCISAIEQLNLDKAKKEIIKEHLLNYKKDDENARSN 300
NTDB id 93 BSU 31710 NP 391049.2 SVLLEIYKQKCISAIEQLNLDKEKKELIKECLLSYTKGDTRCKT. 299
consensus !!!! *!!!!!!!!!!!!!!!! !!!*!!! !! ! ! ! ****

X non conserved

X similar

X ≥ 50% conserved


