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NTDB id 241251 BaGK RS13715 WP 094232443.1 MNWFYQHKKIILTAGAAVIFIFIVLLLIFPGAKKQEPVQQITASPDTAGTQVQQQESKGDADGEKIIIDIKGAVKHPGVYELKTG 85
NTDB id 105 BSU 25590 NP 390437.1 MNWLNQHKKAIILAASAAVFTAIMIF..LATGKNKEPVKQAV..PTETENTVVKQEANNDESNETIVIDIKGAVQHPGVYEMRTG 81
consensus !!! !!!! !* !* ! *! !** ** * *! !!! ! **! ! !! ! ! !*!!!!!!! !!!!!!**!!

logo DRVSQAI EKAGGI
T
N
S
E
S
E
QADEAKQVNLAE I

LLQDGTVVYIPKSEKGEESTALQVQSAQAGAGGTAGSVQNSDGAGGKEGALVNINTASTLEELQAGI SGVGPSKAE
NTDB id 241251 BaGK RS13715 WP 094232443.1 DRVSQAIEKAGGINSEADEKQVNLAELLQDGTVVYIPSEGEESLQSAAATASVQNGAGKEALVNINTASLEELQAISGVGPSKAE 170
NTDB id 105 BSU 25590 NP 390437.1 DRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSVQSDGGKGALVNINTATLEELQGISGVGPSKAE 166
consensus !!!!!!!!!!!! !!! !!!!!!*!!!!!!!!!! !!!* ** *!!! *!! !!!!!!!!*!!!!!*!!!!!!!!!!

logo AI IAYREENGKRFQATI
VEDITKNVSGIGEKSFEKIKSAS ITVK

NTDB id 241251 BaGK RS13715 WP 094232443.1 AIIAYREENGKFQAVEDITNVSGIGEKSFEKIKSAITVK 209
NTDB id 105 BSU 25590 NP 390437.1 AIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
consensus !!!!!!!!!!*!! *!!!! !!!!!!!!!!!!!! !!!!
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