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MSQYTICEQQTER I FDI SPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACE I FAFMTHKQI EPVVIASDELKYLL
NTDB id 1384 A4U84 RS08525 WP 010787006.1 MSQYTICEQQTERIFDISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDELKYLL 85
NTDB id 241247 BaGK RS13275 WP 088117573.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
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NALSPEQQP IYEESELAFVEQEQEQLNLN
MDSP I IEQKLTVLSDKRTNLFIKEFECALYALSQTVNKASDIHI EVPRKERQKDLALI IRHLFRVIDGHVALHLLKYKKRDSTLMS
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 NALSPEQQPIYEESELAFVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLI 170
NTDB id 241247 BaGK RS13275 WP 088117573.1 ............................MDPIEKTSRTLIEEAYSVKASDIHIVPREQDALIHFRIDHALLKKRTMKKEECVRLI 57
NTDB id 96 BSU 24730 NP 390353.1 ............................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLI 57
consensus *!*!******!***** *!!!!!!*!!*****!**!*!**!************!!!

logo SRHI
FKLFLASKALMDI SGELRRQKPQDNSGQSFLTSFLTKTLAKLAEKDGNTLVDHYFLRVMSSTLPTIYNDEGEKSLVLIRLVLMQKPNQHKYPNTI SFPADSFIDELKQRLGSFLNFPQKQTQGTATLLNSAFLKQHPSQHGMLLI

NTDB id 1384 A4U84 RS08525 WP 010787006.1 SRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLI 255
NTDB id 241247 BaGK RS13275 WP 088117573.1 SHFKFLSAMDIGERRKPQSGSLSLKLK.KGTVYLRMSTLPTINDESLVIRVLPQHNI.PAIERLSLFPKTGATLLSFLKHSHGLI 140
NTDB id 96 BSU 24730 NP 390353.1 SHFKFLSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQYNI.PSIDKLSLFPKTGATLLSFLKHSHGML 140
consensus !**!*!***!!*!*!*!! !******* *** *!*!*!!!!**!*!!*!**** ** * ***!***!****!!!**!!***!**
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMA 339
NTDB id 241247 BaGK RS13275 WP 088117573.1 IFTGPTGSGKSTTLYSLVQYAKKHFNRNIITLEDPVETRDQDVLQVQVNEKAGITYSAGLKAILRHDPDMIVLGEIRDAETAKIA 225
NTDB id 96 BSU 24730 NP 390353.1 IFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIA 225
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVGCDECYQGYRG...RIGVY....... 414
NTDB id 241247 BaGK RS13275 WP 088117573.1 VRAAMTGHLVLTSLHTRDAKGAIYRLLEFGVNMNEIEQTAIAIAAQRLVDLTCPFCEN.GCSSVYCRITRDVRRATIYELLYGKN 309
NTDB id 96 BSU 24730 NP 390353.1 VRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCEN.GCSSVYCRQSRNTRRASVYELLYGKN 309
consensus *!!**!!!!!!**!!!*!!**!**!!!**!****!!********!!!!!** !**!** !!***!** ** *!***!*******

logo LQQCLI SQRETAAKRKKFDKGENQHRTAYNLYDQFYQRSSTLREQSIAIKRQKKGI EAQLQGLYTLNTETTNENVYDRVWLVGYYHEEKD
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ..QCLSRTAKKFDKQTAYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 241247 BaGK RS13275 WP 088117573.1 LQQCIQEAR....GERANYQYRTLRQIIRKGIALGYLTTNNYDRWVYHEED 356
NTDB id 96 BSU 24730 NP 390353.1 LQQCIQEAK....GNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus **!!***** ** !**** *!!******!**********!!****! *
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