
logo MLAELS IKNFAI I EELTVSFERGLTVLTGETGAGKS I I IDA I SLLVGGRGSSEFVRYGEATKAELEGLFLLESGHPVFLEGVCAHEQGI
NTDB id 241238 BaGK RS13030 WP 010789175.1 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGETKAELEGLFLLESGHPVFEVCHEQGI 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVCAEQGI 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!! !!*!!!!

logo DVSDDEMIVLMRRDINSSTSGKSVCRVNGKLVTIAASLRE IGRLLLDIHGQHDNQLLMEDDEKNHLQLLDKFAGAEEAVDESALHKATYQREGYQRYMV
NTDB id 241238 BaGK RS13030 WP 010789175.1 DVSDDMIVLRRDINSSGKSVCRVNGKLVTIAALREIGRLLLDIHGQHDNQLLMEDDKHLQLLDKFAGEEADSALHAYREGYQRYM 170
NTDB id 352 BSU 24240 NP 390304.2 DVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRYV 170
consensus !!!!*!!!*!!!! *!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!! ! *!!!* ! !!!!!!*

logo KLVLKKLKRQLSESEQEMAHRLDL IQFQLDEE I ESAGKLELNEDDE I
QLQEERLQQI SNFEKIYEASLQNAYNALRNSEQGGLDWVGMASASQLDE

NTDB id 241238 BaGK RS13030 WP 010789175.1 KVLKKLRQLSESEQEMAHRLDLIQFQLDEIESAGLELNEDDILQEERLQISNFEKIYEALQNAYNALRNEQGGLDWVGMASSQLD 255
NTDB id 352 BSU 24240 NP 390304.2 KLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQLE 255
consensus !*!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!* !!!!! !!!!!!!!!! !!!!!!!!! !!!!!!!!!!!! !!*

logo DI SDINEPLKQKLMSESVSNSYYLLEDASTFQMRNMLDELEFYDPERLNFYI ETRLNE IKQLKRKYGATVEDI LEYASKI EEE IDQI EQNR
NTDB id 241238 BaGK RS13030 WP 010789175.1 DISDINEPLQKLSESVSNSYYLLEDSTFQMRNMLDELEYDPERLNFIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIQNR 340
NTDB id 352 BSU 24240 NP 390304.2 DISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIENR 340
consensus !!!!!!!!! !*!!!!!!!!!!!!! !!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo DSHLQSTLKKQELDSVGKDVAVEAANVSKQIRKATWAKKLADVEQIHQQRELKSLYMEKSTFDTEFKL IVRTASRNEEAP I
LVNGQPVQLTDEQGID

NTDB id 241238 BaGK RS13030 WP 010789175.1 DSHLQTLKQELDSVGKDVAVEAANVSKIRKAWAKKLAVQIQQELKSLYMEKSTFDTEFLIRTASRNEEAPIVNGQPVQLTDQGID 425
NTDB id 352 BSU 24240 NP 390304.2 DSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGID 425
consensus !!!!!*!! !!!!!!!!!!!!!!!!! !!! !!!!!! !* !!!!!!!!!!!!!!!! *!!!!!!!!!!*!!!!!!!!!*!!!!

logo

L
MVKFL I STNTGEPLKPSLSKVASGGELSRVMLAI

LKS I FSSQQDVTS I I FDEVDTGVSGRVAQAIAEKIHKVS IMGSQVLC ITHLPQV
NTDB id 241238 BaGK RS13030 WP 010789175.1 MVKFLISTNTGEPLKPLSKVASGGELSRVMLALKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSMGSQVLCITHLPQV 510
NTDB id 352 BSU 24240 NP 390304.2 LVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQV 510
consensus *!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo AAMADTHLLYIAKELSKDGRTTTHRVKTPLSKQEKVAE IGRMIAGVEVTDLTKRHAKELLKQADNQVKTTG
NTDB id 241238 BaGK RS13030 WP 010789175.1 AAMADTHLLIAKESKDGRTTTHVTPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQANQVKTTG 576
NTDB id 352 BSU 24240 NP 390304.2 AAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG 576
consensus !!!!!!!! !!!! !!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!
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