
logo MGAEFLVGRSGSGKTKL IV IDNS IQDELRRANPFGKP I I FLVPDQMTFLMEYELAKTPDGI
MGGMIRAQVFSFSRLAWRVLQHTGGMNSRP

NTDB id 241217 BaGK RS06140 WP 094231769.1 MGAEFLVGRSGSGKTKLVIDSIQDELRRNPFGKPIIFLVPDQMTFLMEYELAKTPGIGGMIRAQVFSFSRLAWRVLQHTGGMNRP 85
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTGGMSRP 85
consensus !!!!!!!!!!!!!!!!!*! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo FLVTSTGI
VQMLLRKL I EEHKQEFKVYQKASDKSGFTAEQVERMLTEFKRYCLEPEDIRRMAI ESGTASTDEYRGERVLSTDEKLHDLSYI LYQ

NTDB id 241217 BaGK RS06140 WP 094231769.1 FVTSTGIQMLLRKLIEEHKQEFKVYQKASDKSGFTEQVERMLTEFKRYCLEPEDIRRMIESGTATDYRGERVLTDKLHDLYILYQ 170
NTDB id 120 BSU 10620 NP 388943.2 FLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSEKLHDLSILYQ 170
consensus !*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!!!!**!!!!!!!**!!!!! !!!!

logo QMEKSLAEDNQYLHSEDYLTLLAEHQIPLYAEDI
LKGAHI

VYVDGFYQFTPQEFRVLETQLMAVHQAEHI
VTFSLTADKPSHYEVQRAEPDHELDELFRMT

NTDB id 241217 BaGK RS06140 WP 094231769.1 QMEKSLENQYLHSEDYLTLLAEQIPYAEDLKGAHVYVDGFYQFTPQEFRVLTQLMAQAEHVTFSLTADKPSHVQAPDELDLFRMT 255
NTDB id 120 BSU 10620 NP 388943.2 QMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKPSYEREPHELELFRMT 255
consensus !!!!!! !!!!!!!!!!!!!!*!! !!!*!!!!*!!!!!!!!!!!!!!!! !!! *!!!*!!!!!!!!!!* !*!!*!!!!!

logo GKTYYQRLHQAKAKSELHNLDITNYKRELSTEGTEKRHYHTKQTPELAHLEAMQYDEARPAI
VPFYALEKQEAFLTVMQAANRRATELEGIARE IHALVRDEKGLY

NTDB id 241217 BaGK RS06140 WP 094231769.1 GKTYYQLHQAASELHLDITNRELTETKRYHQTPELAHLEAMYDARPAVPFLEKQEAFTVMQAANRRTELEGIAREIHALVRDKGL 340
NTDB id 120 BSU 10620 NP 388943.2 GKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANRRAELEGIAREIHALVREKGY 340
consensus !!!!! !!! ! !!*!!!! *!!* ! !** !!!!!!!!! !*!!!!*!* !!!!! !!!!!!!!! !!!!!!!!!!!!!!*!!

logo RYKDMVAI LARQPEDYKDMVKEVFADYE IPYF IDGKASMLNHPL IVEF IRSSLDVI
LKGNWRYEAVFRCVKTELLFPLDNERPKANI

K
I
VREQ

NTDB id 241217 BaGK RS06140 WP 094231769.1 RYKDMAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLVEFIRSSLDVIKGNWRYEAVFRCVKTELLFPLDRPKNIIREQ 425
NTDB id 120 BSU 10620 NP 388943.2 RYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRYEAVFRCVKTELLFPLNEPKAKVREQ 425
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! !! *!!!

logo VDQLENYC IAYGIKGDRWTKRGDRFQVYRRFVSLDDDFAQTDQE I EMENML
VNDTKRDWIVPPLFQRLQKRMKKQAKTVQDEKMAEALYLRYLE

NTDB id 241217 BaGK RS06140 WP 094231769.1 VDQLENYCIAYGIKGDRWTRGDRFVYRRFVSLDDDFAQTDQEIEMENMVNDTKDWIVPPLFRLQKRMKQAKTVQDMAEALYLYLE 510
NTDB id 120 BSU 10620 NP 388943.2 VDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDWIVPPLFQLQKRMKKAKTVQEKAEALYRYLE 510
consensus !!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!! !!!!!! !!!!!* !!!!! !!!

logo ETDI
VPLKLDQERQRAEDEDGR I I EAQQHNQQAWDAVIQLLEEFVEMMGDEDE I SLDSLFQQMI

MEATGAESLKTFASL IPPALDQVFVGNMDL
NTDB id 241217 BaGK RS06140 WP 094231769.1 ETDIPLKLDQERQRAEEDGRIIEAQQHNQAWDAVIQLLEEFVEMMGEDEISLSLFQQMMETGAESLKFALIPPALDQVFVGNMDL 595
NTDB id 120 BSU 10620 NP 388943.2 ETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEISLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDL 595
consensus !!!*!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!! !!!!!*! !!!!! ! !!!!!!!!!!!!!!!!



logo SRMYGTRSCTFVI
LGANDGVLPARPDEDEDNGVLSDDDREWLKTIGVELSSGGRERLLDEHFL IYMAFLSSPSDRLYVSYP IADAEGKTLL

NTDB id 241217 BaGK RS06140 WP 094231769.1 SRMYGTRCTFVIGANDGVLPARPEDDGVLSDDDREWLKTIGVELSSGGRERLLDEHFLIYMALSSPSDRLYVSYPIADAEGKTLL 680
NTDB id 120 BSU 10620 NP 388943.2 SRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELSSGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLL 680
consensus !!!!!! !!!!*!!!!!!!!!!!** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo PSMTI
VVKRLETELFPEHHKQERLLTNEPEQVSDEEQLLMYLVVNKSVAQSFYTASQFLRLWLTREYDI SDVWWSATYNVLMNSEPQDRLNQSKKLFSS

NTDB id 241217 BaGK RS06140 WP 094231769.1 PSTVVKRLTELFPEHQERLLTNEPEQVSDEEQLLYLVNKSVAQSYTASQFRLWLREYDISDVWWSAYNVLMNEPDRLNSKKLFSS 765
NTDB id 120 BSU 10620 NP 388943.2 PSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKSVAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSS 765
consensus !! *!!!! !!!!*! !!!!!!!!!!!!!!!!!*!*!!!!!!!!*!!!! !!! !!!!!!!!!!! !!!!! !*!!!*!!!!!!!

logo LFFRNEVKPQLERASVSRQLYGEHR IQGSVSRMETFNACPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKL I SDRLREQKLDWRD
NTDB id 241217 BaGK RS06140 WP 094231769.1 LFFRNEVKPLERAVSRQLYGEHIQGSVSRMETFNACPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRD 850
NTDB id 120 BSU 10620 NP 388943.2 LFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNACPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRD 850
consensus !!!!!!!!*!!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LTKDEQCENKLFSYDEAVERLAPKLQKE I LLSSNRHYYVKEKLQKIVATRVSGI LSEHAKASGFAVP I
VGLELGFGGKGPLPPLTFQTLKNGC

NTDB id 241217 BaGK RS06140 WP 094231769.1 LTKDQCNKFSYEAVERLAPKLQKEILLSSNRHYYVKEKLQKIVARVSGILSEHAKASGFAPVGLELGFGGKGPLPPLTFTLKNGC 935
NTDB id 120 BSU 10620 NP 388943.2 LTKEQCELFSYDAVERLAPKLQKEILLSSNRHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGC 935
consensus !!!*!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!! !!!!!

logo TMELVGR IDRVDKAESSKGLLLR IVDYKSSDKGLDLASEVYYGLALQMLTYLDLS ITHYSADWLGMKRATPAGVLYFHIHDPMIQASNSLV
NTDB id 241217 BaGK RS06140 WP 094231769.1 TMELVGRIDRVDKAESSKGLLLRIVDYKSSDKGLDLSEVYYGLALQMLTYLDLSITYSADWLGMKATPAGVLYFHIHDPMIQASV 1020
NTDB id 120 BSU 10620 NP 388943.2 TMELVGRIDRVDKAESSKGLLLRIVDYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNL 1020
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!! *

logo PLGLDE I EQE I FKKFKMKGLLLGDQEAVI
VRLMDTTLQEGRSNI INAGLKKDGSLRSDSAAVGEEKEFDHLLTKQHVRRTFQEAGEQITD

NTDB id 241217 BaGK RS06140 WP 094231769.1 PLGLDEIEQEIFKKFKMKGLLLGDQEAIRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEEEFHLLTQHVRRTFQEAGEQITD 1105
NTDB id 120 BSU 10620 NP 388943.2 PLGLDEIEQEIFKKFKMKGLLLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITD 1105
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!! !!!!!!!!!!!!!!!

logo GRVS I EPYKLMKDNKTPCTYCASFKSVCQFDESLEENEYRPTLKAEKDHKTI LDEWI
LKKEAGDGDNAEHNS

NTDB id 241217 BaGK RS06140 WP 094231769.1 GRVSIEPYKLKDKTPCTYCSFKSVCQFDESLEENEYRTLKAEKDHTILDWLKKEGDGDANS 1166
NTDB id 120 BSU 10620 NP 388943.2 GRVSIEPYKMKNKTPCTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
consensus !!!!!!!!!*! !!!!!!! !!!!!!!!!!!!!!!!!*!!!!!!*!!!*!*!!!*!! *!
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