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NTDB id 241191 CG018 RS05280 WP 114889641.1 MGNEKKVRKADNFGKTFKRIMMMMFKTYTIPMILLIIFSIAGTIFSIIGPKIMGRATTELFEGLVAKINNTGEINFGKIV 80
NTDB id 370 SMU RS04260 WP 002263294.1 .........MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGK......IDLDKIG 65
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NTDB id 241191 CG018 RS05280 WP 114889641.1 GILLTTLGLYAISSLFIFLEGWLMSNVSQKLTYDMRKDISVKINKLPMGYFEQRTVGETLSRITNDVDTFGQGLNQSFTQ 160
NTDB id 370 SMU RS04260 WP 002263294.1 EIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVS 145
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NTDB id 241191 CG018 RS05280 WP 114889641.1 LIASVMTVLGILVMMFTISPVMSLIALVIIPISAILLGSLTKMSQKYFVNQQKSLSDVNGQVEESYSGQNIITAFNHKDK 240
NTDB id 370 SMU RS04260 WP 002263294.1 MVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQ 225
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NTDB id 241191 CG018 RS05280 WP 114889641.1 SIKEFKKKNSELYGSSWKSQFFSGMMFPIINFVGNLGYVGIVFSGGLLVANGKIGVGDIQAFIQYIRSFTQPIGQIAQSM 320
NTDB id 370 SMU RS04260 WP 002263294.1 SKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGI 305
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NTDB id 241191 CG018 RS05280 WP 114889641.1 TQVQSLTAAAERVFEFLDATEEQPVVNPI.KITEKQGNVVFDHVRFGYIEDQIIIKNFTSDVKKGEMVAIVGPTGAGKTT 399
NTDB id 370 SMU RS04260 WP 002263294.1 TQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTT 385
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NTDB id 241191 CG018 RS05280 WP 114889641.1 MVKLLMRFYDINGGKITIDGKDISLFNRGDLRSYFTMVLQDTWLFKGTIMENLRYGRLDATDEEVIAAAKAAHIHHFIKT 479
NTDB id 370 SMU RS04260 WP 002263294.1 IVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKT 465
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NTDB id 241191 CG018 RS05280 WP 114889641.1 LPGGYNMELNEEASNISQGQKQLLTIARAILADKPILILDEATSSVDTRTEVLIQKAMNKLMEGRTTFVIAHRLSTIRNA 559
NTDB id 370 SMU RS04260 WP 002263294.1 LPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNA 544
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logo DKL I LVLMKRDGDNI I EQGSHDEQLLMAEEKKNGFYASDELYNQSQFATEEVA
NTDB id 241191 CG018 RS05280 WP 114889641.1 DKILVLKDGDIIEQGSHDELLEKKGFYSELYQSQFAE... 596
NTDB id 370 SMU RS04260 WP 002263294.1 DLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus ! !!!**!! !!!!!!!! !* !!! *!!*!!! !***
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