
logo

MAS
M
R
A
M
G
S
V
LNKVI ILVIGRNLGKNQRDPDEMTVRTYAMPSNGGDEAI

VACTNLFITS IVATSESTWKRNDRKMANTGQEKQRRKVEKQVRTEWHNRVIVTLFMF
Y
G
R
R
K
Q
LAEVIVAAGEQYLKRKGGSKLQI

VYI
L
V

NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 24113 EBN1 RS10870 WP 011238002.1 ..MASLNKVILIGNLGKDPETRYAPSGDAICNITVATSETWKDKATGEKKEQTEWHRVVFFGRLAEIVAQYLRKGSQIYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGA.PYDEGYG.......QSQEAYQRPAQQSRQPAPDAP 144
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGA.PYEEGYG.......QSQEAYQRPAQQSRQPASDAP 144
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNN...... 148
NTDB id 24113 EBN1 RS10870 WP 011238002.1 EGRLQTRKWQDKEGQDRYTTEIRGDE....MKMLGSRQGAGDASGRQ............YDAGGYDAPAASRPSPQPAAP 142
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG....GM............PAQGGMNVPAQQGSWGQPQQP 144
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 SHPQEAP..AAPR.RQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SHPQEAP..AAPR.RQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .FNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 24113 EBN1 RS10870 WP 011238002.1 AK............APTKSSGAGFGDFDDDIPF 163
NTDB id 1166 A1552VC RS00795 WP 000168289.1 AKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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