
logo MATDEKTGFKRYS I LASGSSTGNASFYLETPKQKRI
LL IDAGLSTGKKI STQSLLMAE IDRKRPVDEDLVDAI L IVTHEHKSDHIHKGVGVLARKYGNLD

NTDB id 241062 Sp14A RS07890 WP 115130594.1 MADKGFKYSILASGSTGNAFYLETPKKRLLIDAGLTGKKITSLLAEIDRRPEDLDAILITHEHSDHIKGVGVLARKYNLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus ! * !!*!!!!!!!!*!! !!!!!! !!*!!!!!!*!!!!* !*!!!!!***!*!!!!*!!!! !!!*!!!!!!!!! !!

logo

L
VYANAEAKTWEQAVMDAKGNMI

LGKIDHVSQKHI FDSLREGKMTI
MTFGDIDI ESFGVSHDAAVDQPQFYRFLMKDDGKSFVI

MLTDTGYVSDRMADG
NTDB id 241062 Sp14A RS07890 WP 115130594.1 LYANEKTWEVMDAKNMLGKIDHSQKHIFSREKMMTFGDIDIESFGVSHDAVDPQFYRFMKDDKSFVMLTDTGYVSDRMAG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus *!!! !! !!** !*!!!!*!!!!!! ! *!!!!!!!!!!!!!!!! !!!!! !!! !!!!*!!!!!!!!!!!!
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SYPWKSLTKQRI LSDFKGHLSNDEADGAEQATMI
V
D
RTLGNKRTKKIYLGHLSKENNI

VKELAHMTMEKNS
NTDB id 241062 Sp14A RS07890 WP 115130594.1 IVANADGYLIESNHDIEILRAGSYPWKTKQRILSDFGHLSNEAGAQAMIDTLGNRTKKIYLGHLSKENNIKELAHMTMES 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus ** !!!!!!!!!!!!!!!!! ! !!! !!!!!!! !!!!!* !! !* !!!!*!!!!!!!!!!!!!!*!!!!!!!!

logo

A
NLMQADLAGVDNHDFKI

V
L
YDTSPDTALTPLAVDKI

NTDB id 241062 Sp14A RS07890 WP 115130594.1 NLMQADLGVNHDFKVLDTSPDTATPLVDI 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!!!!*! !!!!* !!!!!!! !! !
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