
logo MQKGALI LIATF ILVL I FGC I
V
L
IVVVFHEFGHFYFFAKKRSGI LVREFAVIGMGPKI FAHTGKDGTAVYTIRAI LPLGGYVRMAGWGDEDTTNE IKT

NTDB id 241035 Sp14A RS01280 WP 115129625.1 MQGLLAFIVIFGILVVVHEFGHFYFAKKSGILVREFAVGMGPKIFAHTGKDGTAYTIRALPLGGYVRMAGWGDDTTNIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !*****!**!!***!!*!!!!!!*!!!*!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!*!!!*!!!

logo GTSPVATSLTLNGKDGLKVKRR INLSQDKRYQLVDQTSALPMNVTAYDLEDKLTITGVL IVLDGETRKTYSEVDHDATIVEEDGTEVLR IAPLKDVQY
NTDB id 241035 Sp14A RS01280 WP 115129625.1 GTPVTLTLNKDGLVKRINLSQKYLDQTSLPMNVTAYDLEDKLTITGVILDETRTYSVDHDATIVEEDGTEVRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!**!!!*!!!*!*!!!!!****!!!*!!!!!!!!!!!!!!!!!!**!*!!*!!*!!!!!!!!!!!!!!*!!!!*!!!!

logo QNATSVIWGRMLMITNFAGPMNNF I LGAVLVF IVIMLMAFVQGGAVPQDATNSTNQL IRQVSAENGGAMAQAVASGVLQKDTGDRAI LVQAIGNSKTDTKVATNDWEDGSLTKKE
NTDB id 241035 Sp14A RS01280 WP 115129625.1 QNATVWGRMMTNFAGPMNNFILGALVFIVMMFVQGGAPDANTNQIRVSEGGAMQAAGVQDGDRILQIGSTTVANWEGLTK 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!**!!!**!!!!!!!!!!!!!*!!!!***!!!!!**!**!!*!*!**!!!*!**!***!!*!**!****!**!**!**

logo AVLDRDESNTRQNKLFKSKDGDS ILQSVLTVSKKRESNGQEREQTITSVKPQEKVSNQGNSYVF ILGVMSPGVLKTSGFLVKDKVI IFGGLFQEMS
AWNEGATLAIVLRAATLKNGL ITN

NTDB id 241035 Sp14A RS01280 WP 115129625.1 AVDDSTRNLKKDDSIQVLVSKENGQERQITVKPQKVNGNYVIGVMPGLKTSFVDKVIGGLQESWNGATLIVRALKNLITN 320
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!****!*!!**!*!***!!!!**!*!!!!***!*!**!!*!*!!!***!!**!!*!**!*!!!*!***!!*!!!!

logo FSLNKLGGPVAMYFQMSNAQAASKESGLVI SVI LSDLMAGMLS INLGI FNL IP IPALDGGKI FV I
MNI I EA IRRKPLSNQEVI ETSYITLAGV

NTDB id 241035 Sp14A RS01280 WP 115129625.1 FSLNKLGGPVAMYQMSNQAAKSGLVSVLSLMAMLSINLGIFNLIPIPALDGGKIFINIIEAIRRKPLSQEVETYITLAGV 400
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !!!!!!!!!!!!*!!!*!!**!!!*!*!*!!*!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!*!!*!*!!!!!!!

logo

G
A
I
VMVVLMIAVTWNDIMRVAFF

NTDB id 241035 Sp14A RS01280 WP 115129625.1 GIMVVLMIAVTWNDIMRVFF 420
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus **!!!!!!!!!!!!!!!*!!

X non conserved

X similar

X ≥ 50% conserved


