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NTDB id 240889 CHR53 RS20490 WP 066385869.1 MLKPKTRWVVRDSDRHKAEQLASELNITPLAASLLVNRGFDSASSARFFLFGKD.EFHDPYLFKGMDIAVKRIRTAIDEK 79
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! *! !! * *! *! ! !*!!!! !!!!! !!!!*! !!! !!* !!**!*!!* !!! ! !!* !!

logo EKP I LMI FYGDYDADGVSTSTSVLML
M
H
LTLKQDKLGSADQVDQFYIPDNRFKTEGYGPNEAQAFRQSAIAKERTGFIKSL I ITVDTGIAAVHEAKNVAKEL

NTDB id 240889 CHR53 RS20490 WP 066385869.1 EPILIFGDYDADGVSSTSVLMLTLKDLGADVQFYIPNRFTEGYGPNEAAFRQAAETGIKLIITVDTGIAAVHEANVAKEL 159
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
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NTDB id 240889 CHR53 RS20490 WP 066385869.1 GIDLIITDHHEPGPVIPEALAIIHPKLPDSTYPFRELAGVGVAFKLAHALYGRLPEHLFEIAVIGTIADLVSLTGENRLI 239
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
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NTDB id 240889 CHR53 RS20490 WP 066385869.1 AKRGLEKLKVTKNIGLRAIFKLAGVDPMTINEETIGFTIAPRINAVGRLADADLAVDLILCEDSEEAEYLAEEMEGFNKS 319
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
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NTDB id 240889 CHR53 RS20490 WP 066385869.1 RQSIVHTITEEAIAEVESNYPIDDNRVLVIGKEGWNAGVIGIVASKLVEKYYRPAIVLSFDPEKGLAKGSARSIPGFDLF 399
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQG..LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
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NTDB id 240889 CHR53 RS20490 WP 066385869.1 QNLSTLRDILPHFGGHPMAAGMTLKLDDVAELREKLNARAFELLTEEDFIPVTYLDEEVHLDEVHLSSLDEIAMLAPFGV 479
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
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NTDB id 240889 CHR53 RS20490 WP 066385869.1 DNPKPKVLINNVEIANIRKIGSEQNHLKITVNDPAGNLDGVGFGLGAVVDEISPASKISLIGELSINEWNNIRKPQIFVQ 559
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
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NTDB id 240889 CHR53 RS20490 WP 066385869.1 DIAVNSWQLFDFRGQKRIYSIPSTVPAENRQIIVFNKQYVEKMN.SHLGVETIYIEDAEAAKAFDGYHKNIALVDFPPSK 638
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
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NTDB id 240889 CHR53 RS20490 WP 066385869.1 EILIHLLKGKEPARIYAYFYKASSDFFSTVPTREHFKWYYGFLLKKGPVDLKRYGDDIAKLKGWSRETIIFMSKVFSELD 718
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
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NTDB id 240889 CHR53 RS20490 WP 066385869.1 FVTINNGFITLNNQPQKRDLTDSKTFLQKQAQSALEKDLLFSSFEELKTWFSNIIEESVEIEEEVKQWI 787
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT. 786
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