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NTDB id 240888 CHR53 RS20370 WP 127488142.1 MANQESLDLFGEQGRFIKGRPIVTIFHNEQNLYTVLRIRVDETNHTYHDKEAVITGYFPKVYEQETYIFYGEFKEHPKFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
consensus * *!** ! ! ***!! * !*!!* !!!!!!***! !! * *!! *!!!!! * ! !!! !!! !!!!!

logo LQFQAENHFKRKDE I
MPQTSTKEQGI IVAQYLSGSDELMFEKGIGKKTAEENIVEKKTLGDEDSAINSKI LANDQAPSLVLDYDSVPKRLPSKPDKKADKLTLAYDGATLMQERHQ

NTDB id 240888 CHR53 RS20370 WP 127488142.1 LQFQANHFRKDMPQSKQGIVAYLSGEMFKGIGKKTAENIVETLGEDAISKILNQPSLLDSVPKLPPDKAKLLYDTLMEHQ 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus !!!!! !!*!**! *! !!* !!! **! !!!!!!!! !! !!* !! !!! *!*! !!*!** !! ! ! !!

logo GLEQIMIASLNQFGFGPQLSMKRIYQAYEKESETLES IKI EQEKNPYKQLVEKDVEGIGFGKRADELGSYQRLMGLMS
TGNHPDER I

VKAAGCI LYMTLENT
NTDB id 240888 CHR53 RS20370 WP 127488142.1 GLEQIMIALNQFGFGPQLSMRIYQAYKEETLSIIEKNPYKLVEDVEGIGFGRADELGYQLGMTGNHPDRIKAGCLYMLEN 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !!!!!!! !!!!!!!!!!!!*!!!!! !!! ! !!! !! !!!!!!!!*!!!!! *!**!!!!*!*!!**!! !!
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NTDB id 240888 CHR53 RS20370 WP 127488142.1 ECMQTGHVYMQTEDLLERVKALLEENKRD..QIDYLNISNEIIKLEEEGKIIGEEKRVYLPSLFYAEKGLVTNIQRILKQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus !* !! !* !! !* !! !*** ! * ! !! ! ! !* !* !*! !!!!!!! * * *! !
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NTDB id 240888 CHR53 RS20370 WP 127488142.1 TEYKDQFPESEFLLALGGLEERLGVQYAPTQREAIQTALMSPMMILTGGPGTGKTTVIKGIVELYGELHGCSLEIKDYHK 398
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK. 398
consensus !!! !!!!!!!!!!!! !!!!* !!!!!*!*!!!! !! !!!**!!!!!!!!!!!!!*!!!!!!!!!!!*!!** !**
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NTDB id 240888 CHR53 RS20370 WP 127488142.1 KDEPFPFLLAAPTGRAAKRMSESTGLPAVTIHRLLGFNGTEGFEREDTSPLEGKILIVDETSMLDIWLANQLFKALPENI 478
NTDB id 355 BSU 27480 NP 390625.1 KDEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHI 478
consensus !!!*!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!! * * !*!!!*!!*!! !!!!!!!!!*!!!!*!**!
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NTDB id 240888 CHR53 RS20370 WP 127488142.1 QVILVGDEDQLPSVGPGQVLKDLLHSERIPTVKLTDIYRQAEGSSIIELAHEIKKGRLPADVTIKQADRSFIKCSTAQVA 558
NTDB id 355 BSU 27480 NP 390625.1 QIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIK 558
consensus !*!*!!!!!!!!!!!!!!!!*!!!*! !!!!*!!!!!!!!!!!!!*!!!! *! ! !! *! * !!!!!*! !*
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NTDB id 240888 CHR53 RS20370 WP 127488142.1 QVVEKVALNAKTKGYSAKDIQVLAPMYRGPAGIDRLNVLLQEIFNPNPDGKRKEIAFGEVKYRIGDKVLQLVNQPESNVF 638
NTDB id 355 BSU 27480 NP 390625.1 EVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPP.KEKRRELKFGDVVYRTGDKILQLVNQPENNVF 637
consensus !!!!! !! !!!*!!!!!!!!!!!!!*!!! !!!*!!*! !!** !!*!* !!*! !! !!!*!!!!!!!! !!!

logo NGDIGE I ITS I FIYAKENTEKEQDMAIVYI
VSFYDEGNEMVETFYTKRKQDFLNTQFITHAYCCS IVHKSQGSEFP IV I

VLPVTVKRGSYYRMLQRRNL ILYT
NTDB id 240888 CHR53 RS20370 WP 127488142.1 NGDIGEIISIIYAKENTEKQDMIYISYEGNEVEYTRQDLTQITHAYCCSVHKSQGSEFPIVILPVTRSYYRMLQRNLIYT 718
NTDB id 355 BSU 27480 NP 390625.1 NGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYT 717
consensus !!!!!!! !! !!!!!!!! !! *!**!!!* *!* ! ! !!!!!!!*!!!!!!!!!!!*!!! * !!!!! !!!*!!
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NTDB id 240888 CHR53 RS20370 WP 127488142.1 AITRSKQSLILCGEPDALKMGVERADESKRLTTLSEKLQEAIPPMNSKVEQSAKASAEMSLEEELMQVNPMIGMENVTPY 798
NTDB id 355 BSU 27480 NP 390625.1 AITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQ.......KELPFSVHDANIGMEGITPF 790
consensus !!!! ! !!!!!!**!! !! ! * ! !*! *! ***! *! ******* ! * * * !!!! *!!*

logo DFMKVENDEQQ
NTDB id 240888 CHR53 RS20370 WP 127488142.1 DFMVND.. 804
NTDB id 355 BSU 27480 NP 390625.1 DFMKEEQQ 798
consensus !!! ***
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