logo

NTDB
NTDB
NTDB
NTDB

id 1306 DR RS10060 WP 027479822.1
id 1384 A4U84 RS08525 WP 010787006.1

id 240885 CHR53 RS19715 WP 066385505.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1306 DR RS10060 WP 027479822.1
id 1384 A4U84 RS08525 WP 010787006.1

id 240885 CHR53 RS19715 WP 066385505.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1306 DR RS10060 WP 027479822.1
id 1384 A4U84 RS08525 WP 010787006.1

id 240885 CHR53 RS19715 WP 066385505.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1306 DR RS10060 WP 027479822.1
id 1384 A4U84 RS08525 WP 010787006.1

id 240885 CHR53 RS19715 WP 066385505.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1306 DR RS10060 WP 027479822.1
id 1384 A4U84 RS08525 WP 010787006.1

id 240885 CHR53 RS19715 WP 066385505.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1306 DR RS10060 WP 027479822.1
id 1384 A4U84 RS08525 WP 010787006.1

id 240885 CHR53 RS19715 WP 066385505.

id 96 BSU 24730 NP 390353.1

consensus

1

1

1

ALS | CDRRLCATLLDQCYLCDNDLQRALERHSEVGCGRLADVL IDSGVVGEKRIARATEEALC T PLVNLLAVQPDPAALR
MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR

SIRPQTALNLQAFPFALECDRLRVALVDPLSSFSIETLEDDSGFD I EPYQALREEV /WATATHYPELGLE IVVPSCASDA
SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWATIATHYPELGLEIVVPSGASDA

RTGCKLGERL ITHGY I TDAQLQVALDAQQQTGEALCATL I SQRATTEDQLYEVLAEQECTTFLPNPSCFHPCEEVLES
GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM

LRADALRLLAVPVDETEQCVTVLTSDPRKRFDIDAL | CRPVQLVLTRPRDIERL  EQFYPQRCRLGEQLVQECTLSRDQL
LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL

REALQVQARECKVKPLCEV | TELCFAS PDEVDSALOKQNVCCCRLEDTLVRSCKLSPE | ERMETARQRREED: 1 Qs
REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPENLARSEBAAWNLGYEFLDPIQNP
.......................................................... WSQYMMCEMNQTERIF®...IS

SR LR KRRY VXV PVREZeNR LVAVEDERNY AL B ERE  THRR | EPXV ARiB L MRy £ ERer ek
DPKVALMIPEATARBA®IVVARAURLQGN SIHVARSMK)»/P RINNIE AL BID L K LAY GIMEN LIZA VAWNE K TRIBGMERYFGIAKGFEKLNK
SRWQKNCEEKQLLLEAGNAVARUQOETEHKIHWESSDE NN TINCE I FAFENYHISQUEIZVIANISDERK YISEBNALSPIRQQP . . . . .

[eNeoNoNe)

160

240

320

400
19



logo

NTDB
NTDB
NTDB
NTDB

id 1306 DR RS10060 WP 027479822.1
id 1384 A4U84 RS08525 WP 010787006.1

id 240885 CHR53 RS19715 WP 066385505.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1306 DR RS10060 WP 027479822.1
id 1384 A4U84 RS08525 WP 010787006.1

id 240885 CHR53 RS19715 WP 066385505.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1306 DR RS10060 WP 027479822.1
id 1384 A4U84 RS08525 WP 010787006.1

id 240885 CHR53 RS19715 WP 066385505.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1306 DR RS10060 WP 027479822.1
id 1384 A4U84 RS08525 WP 010787006.1

id 240885 CHR53 RS19715 WP 066385505.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1306 DR RS10060 WP 027479822.1
id 1384 A4U84 RS08525 WP 010787006.1

id 240885 CHR53 RS19715 WP 066385505.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1306 DR RS10060 WP 027479822.1
id 1384 A4U84 RS08525 WP 010787006.1

id 240885 CHR53 RS19715 WP 066385505.

id 96 BSU 24730 NP 390353.1

consensus

H

eoRep Ve Dee kool I

\ vPN l D
syt SRV RS

E AERNKTQQSQEADLS ADESAIVQ
IYEESELAFVEQEQEQ
................ MFP

Dskoskoskoskokokokokokokokokokokok Lok | DD Dskokok skokoskokokok okokokok |k skokokok ok ok ok okok sk ok ook ok ok

KIRL AJY DIEE!RQPQDGQF TTAL DTLDER S LPTIM
KFlA DIGERR PQ.G VCH

KEGN ELR STLPTIIWAERILVIR PQY
kokk Pk Dkl Poksk k1 sk sk | skkkok

BT R T F TN

ik k1 Dk Dk bkl 1k

* % k %k k ko kok ok okok |

kk 3k kkkk kkkkkok |

;2D¥LMVNES¢Q¥M&A&A&tRﬁD )

i
i

il

LI HLVEILHTﬁDA AVER& g lE%IWAVxAQRWE@ A ——

AETAKTIAVRAALTGHLVLST
AETARIAVRAA TGHLVL
sk Pk Psksk Dok Psksk LD Dk D bk 1

HTRDAKGAV RLI
LHTRDAKGA RLH#
NETIECIE

cronran e 1 RASVYE SRk A RséAg@@g%ﬁéél{B%%ééK el IE

ERDIRGANLMRGTGEER.CGGTGYKGRMG BIEL VMD.SLIRTIGAGRPAA IRDVARGEEGWISHERODEFIEKELQGLNT

.............. D.EGPEYRG . IIGUABCIHRTAK .{F . . . ......

.............. IAPEMCYEIGGR{Y RARV ELLSG NLEEFWI IRKGI
IRKGIFALGM gy

sokokokok ok skokokokok Dofokokokokokok | kR skokok ook

887
461
360
356

kokokkkk ok ok

639
253
142
138

718
332
222
218

798
399
289
285

877
453
349
346



(>4 S

non conserved
similar
>50% conserved



