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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 240821 CHR29 RS08190 WP 063977200.1 MRTGMFALALGLLCLGFLPVLP........SVGWLIALAACAVASLFTRVWPLGCFL....LGLCWACGSAQLALDDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLP........SFGWLLALAPVGLLLLPFRWRPLAFFL....FGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 240821 CHR29 RS08190 WP 063977200.1 AGLDGRTLWLEGRVVGLPARTAQGVRFELDAARS.RRAELPQRLQLSWFG....................GPPLRAGEQW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 240821 CHR29 RS08190 WP 063977200.1 RLAVTLQRPAGLLNPHGPDREAQLLARRVGATGTVKAGQLLA..............PVTGGWRDALRQRLLAVEANGR.T 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 240821 CHR29 RS08190 WP 063977200.1 AALVALVLGDGAGLAREDWQTLQATGTVHLLVISGQHIGLVAGLLYGLV.......AGLARWGLWP..VRLPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVV.......LLLARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 240821 CHR29 RS08190 WP 063977200.1 AMAAALAYGWLAGAGVPVQRACLMLAVVLLWRLRFRHLGALLPLLLALVVVLLVEPLAALLPGFWLSFAAVATLIYCFSA 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.... 476
NTDB id 240821 CHR29 RS08190 WP 063977200.1 R..............LGGWRPWQAWTRAQWVIAIGLLPVLLATGLPVSLSAPLANLVAVPWVSLAVLPLALLGAVLLPLG 409
NTDB id 1199 PSJM300 12650 AFN78592.1 R..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV. 410
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NTDB id 1426 RS RS05575 WP 011001070.1 .......PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLL 549
NTDB id 240821 CHR29 RS08190 WP 063977200.1 GVGEALLPLGGVGEALLWLAGGLLDGLFQLLALVAQQRPAWVPPALPLWAWLLVCLGALLVLLPRGVP...LRGLGGVML 486
NTDB id 1199 PSJM300 12650 AFN78592.1 .........PWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLL 478
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NTDB id 1426 RS RS05575 WP 011001070.1 LPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSD 629
NTDB id 240821 CHR29 RS08190 WP 063977200.1 LAL.WVPREPVPLGQVEVWQLDVGQGLAVLLRTRHHSLLYDAGPARGET.DLGERVVLPTLRKLGVGSLDLMVISHAHAD 564
NTDB id 1199 PSJM300 12650 AFN78592.1 APLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSD 557
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NTDB id 1426 RS RS05575 WP 011001070.1 HAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRI 709
NTDB id 240821 CHR29 RS08190 WP 063977200.1 HAGGAAAIQRGLPVRRLIGGEALE..........DVPLQPCVGDERWEWDGVRFSLWRWA......DGQSSNDRSCVLLV 628
NTDB id 1199 PSJM300 12650 AFN78592.1 HAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMV 624
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NTDB id 1426 RS RS05575 WP 011001070.1 ANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRY 789
NTDB id 240821 CHR29 RS08190 WP 063977200.1 EAQGERLLLAGDIEAAAERAWLADA..EAPRIDWLQAPHHGSRSSSTEAFIRATAPRGVLISRGRNNSFGHPHVQVVERY 706
NTDB id 1199 PSJM300 12650 AFN78592.1 EAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRL 702
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NTDB id 1426 RS RS05575 WP 011001070.1 GARGIERLRTDATGAVVIET..RGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 240821 CHR29 RS08190 WP 063977200.1 RRHGLAVHDTAVDGALRLVLGRQGEVEGV....RRQRRLWRAQLD............... 747
NTDB id 1199 PSJM300 12650 AFN78592.1 QNAGAELHDTAEHGALSLQLGAFGGARRM....RDEPRFWREK................. 741
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