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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ...........MAEQ.QPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLN.....LP.DG 62
NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKES.SHRI.SAALKNVGYKLPGKKITINMAPADLRKEG 76
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKES.KDRV.RSAIINSQFEFPCRKITVNLGPANLPKTG 78
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKES.KDRV.RSAIINSQFEFPCRKITVNLGPANLPKTG 78
NTDB id 1446 BW25113 RS19560 WP 000058964.1 MSLSIVHTRAALGVNAPPITVEVHISKGLPGLTMVGLPETTVKEA.RDRV.RSAIINSGYEYPAKKITINLAPADLPKEG 78
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKES.RDRV.RSAIINSRFEFPAKRITVNLAPADLPKEG 78
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKES.KDRV.RSAIVNSNFQFPAKRITVNLAPADLPKEG 78
NTDB id 24072 RMA RS11660 WP 274377925.1 ................................................................................ 0
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEA.QDRV.RSALMNAQFKYPAKRITVNLAPADLPKEG 78
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEA.QDRV.RSALMNANFDYPARRITINLAPADLPKEG 78
NTDB id 1460 ASU2 RS09990 WP 015674260.1 MSLAIVYSRASIGVEAPLVTIEVHLSNGKPGLTIVGLPETTVKEA.GDRV.RSALMNANFMYPPQRITINLAPADLPKEG 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SGLDLVKHVS.....QNYPNTPIAVL.............TAYGNMDIAIAALKAGAFDFVSKPVNQ..V........... 111
NTDB id 1323 RA0C RS07335 WP 004916218.1 SAYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 1271 LPP RS03220 WP 011213198.1 SGFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 SGFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1446 BW25113 RS19560 WP 000058964.1 GRYDLPIAIALLAASEQLTANKLDEYELVGELALTGALRGVPGAISSATEAIKS.GRKIIVAKDNEDEVGLINGEGCLIA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GRFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQV.ERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GRFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKK.QRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 24072 RMA RS11660 WP 274377925.1 ................................................................................ 0
NTDB id 1349 HI 1117 AAC22771.1 GRFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKS.KRELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GRFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKA.KREIIVPQQNANEVSLVSNTQTYCA 157
NTDB id 1460 ASU2 RS09990 WP 015674260.1 GRFDLPIAIGILAASGQMDSDRLKQFEFLGELALTGTLRGVHGVIPAVISAEKA.KRQMIIARPNVNEASLVSNAETYFA 157
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .HLDQLL.....QKALNRQKVEHDT....TE..NALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGESGTGKEVVAN 179
NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKG....QETAKRAMEVAAAGGHNIILIGPPGSGKTMLAK 232
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKG....QQHAKNAMVIAACGGHSILLSGAPGSGKTMMAK 229
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKG....QQHAKNAMVIAACGGHSILLSGAPGSGKTMMAK 229
NTDB id 1446 BW25113 RS19560 WP 000058964.1 DHLQAVCAFLEGKHALERPKPT.....DAVSRALQHDLSDVIG....QEQGKRGLEITAAGGHNLLLIGPPGTGKTMLAS 228
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIG....QQQGKRALEIAAAGNHNLLFLGPPGTGKTMLAS 229
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIG....QQQGKRALEIAAAGNHNLLFLGPPGTGKTMLAS 229
NTDB id 24072 RMA RS11660 WP 274377925.1 ................................................................................ 0
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIG....QQHAKRALTIAAAGQHNLLFLGPPGTGKTMLAS 233
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQLPIAQQLSQNIAE.NRPLVSRDLTDIIG....QQHAKRALIIAASGQHNLLFLGPPGTGKTMLAS 232
NTDB id 1460 ASU2 RS09990 WP 015674260.1 SSLLQVVNFMNKRDSLPIAQQIPQKTQE.IQPLVKRDLTDIIG....QQHAKRALMIAAAGQHNLLFLGPPGTGKTMLAS 232
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LVHRLSNRSEGPFIAINCGAIPTELMES.........ELFG..H....KKGSFTGATQDKQGLILSAHGGSLFLDEIAEL 244
NTDB id 1323 RA0C RS07335 WP 004916218.1 RIPSILPPLT.LKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEF 311
NTDB id 1271 LPP RS03220 WP 011213198.1 RFSTLLPELS.ETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEF 307
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RFSTLLPELS.ETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEF 307
NTDB id 1446 BW25113 RS19560 WP 000058964.1 RINGLLPDLS.NEEALESAAILSLVNAESVQ.KQWRQRPFRSPHHSASLTAMVGGGAIPGPGEISLAHNGVLFLDELPEF 306
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RLCDLLPEMS.DEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEF 307
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RLCDLLPEMS.DEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEF 307
NTDB id 24072 RMA RS11660 WP 274377925.1 .....................................................MSEKKVKPGEITLAHNGVLFLDELPEF 27
NTDB id 1349 HI 1117 AAC22771.1 RLTGLLPEMT.DLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEF 311
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RLADLLPEME.DDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEF 310
NTDB id 1460 ASU2 RS09990 WP 015674260.1 RLADLLPAMS.DDEAIETASVTSLVQNELNF.HNWKERPFRAPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEF 310
consensus ** ****** * ****** * ** * * *** ************ ***********!*!**!**!*!!!!!**!*

logo

D
K
N
P
E
L
Q
R
H
R
S
T
Q
K
M
T
V
Q
V
L
V
E
D
K
V
S
T
A
M
L
L
R
R
Q
E
A
P
I
V
L
Q
E
A
D
E
S
K
R
G
K
Q
H
E
V
I
H
R
T
V
C
I
L
P
I
V
S
G
R
T
A
K
R
A
Q
N

F
S
G
A
D
T
Q
K
Q
T
V
I
N
T
R
E
Q

I
Y
F
D
P
V
A
C
D
K
S
RFMRQI

V
L IVSGASASLMHNQPDCSLPDLLVRQSCTGFKQYHFWYPRTEGQDQNGDNSTLPHQFANFNRTC I

M
R
A
H
S
C
T
V
N
T
S
M
S
P
E
F
D
Q
A
E
L
S
R
Q

L
M
T
V
I
Q
S
M
L
PPLRERGE

R
D
Y
V
L
G
L
S
A
N
L
K
RLAS

NTDB id 1045 H0N27 RS16330 WP 168727019.1 PLSMQVKLLRAVQEKKIRPVG..SDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLA 322
NTDB id 1323 RA0C RS07335 WP 004916218.1 KRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSP.....SGFFPDDPNNT.SSSFEMQ.......RYLNKLS 378
NTDB id 1271 LPP RS03220 WP 011213198.1 NRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCP.....CGQWGNSQANCMCTPDRIS.......RYLAKLS 375
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCP.....CGQWGNSQANCMCTPDRIS.......RYLAKLS 375
NTDB id 1446 BW25113 RS19560 WP 000058964.1 ERRTLDALREPIESGQIHLSRTRAKITYPARFQLVAAMNPSP.....TGHYQGNHN..RCTPEQTL.......RYLNRLS 372
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSP.....TGYYEGSQA..RANPQSIL.......RYLSRLS 373
NTDB id 1397 DSB67 RS15690 WP 005535577.1 DRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSP.....TGYYEGNQA..RTNPQAIL.......RYLGRLS 373
NTDB id 24072 RMA RS11660 WP 274377925.1 PQHVVDA......................................................................... 34
NTDB id 1349 HI 1117 AAC22771.1 ERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSP.....TGHYTGTHN..RTSPQQIM.......RYLNRLS 377
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSP.....TGHYQGTHN..RTSPQQLM.......RYLNRLS 376
NTDB id 1460 ASU2 RS09990 WP 015674260.1 ERKVLDALRQPLEAGEIIISRANAKVQFPASFQLIAAMNPSP.....TGHYQGTHN..RTSPQQVM.......RYLNRLS 376
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 NHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQ 402
NTDB id 1323 RA0C RS07335 WP 004916218.1 GPLLDRIDIHIEVQKVEFDQLSD..KRKGESSEIIRQ.RVLKAREIQQERYQDLAI........................ 431
NTDB id 1271 LPP RS03220 WP 011213198.1 APLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIRE.KVTKMHEIQMARQDS........................... 427
NTDB id 1248 GCO85 RS03150 WP 011213198.1 APLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIRE.KVTKMHEIQMARQDS........................... 427
NTDB id 1446 BW25113 RS19560 WP 000058964.1 GPFLDRFDLSLEIPLPPPGILSK.TVVPGESSATVKQ.RVMAARERQFKRQNK........................... 423
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GPLLDRFDMSIEIPALPKGTLAN.GGDRGESTAAVRQ.RVWVARERMLARSGK........................... 424
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GPLLDRFDMSLEIPALPKGTLSE.GGDRGEPTAIVKE.RVNQARDCMLARSGK........................... 424
NTDB id 24072 RMA RS11660 WP 274377925.1 ................................................................................ 34
NTDB id 1349 HI 1117 AAC22771.1 GPFLDRFDLSIEVPLLPQGSLQN.TGDRGETSAQVRE.KVLKVREIQMERAGK........................... 428
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GPFLDRFDLSIEVPLLPQGALQNNTDQRGETTEQARK.RVLEARHLQFNRRGK........................... 428
NTDB id 1460 ASU2 RS09990 WP 015674260.1 GPFLDRFDLSIEVPLLPKGALQS.SDNRGETTEQVRK.RVFLARELQMARAGK........................... 427
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFG..LDTETEQEV....... 473
NTDB id 1323 RA0C RS07335 WP 004916218.1 ......SYNAQMGPKEIEHFCELDEVSLLLIKN.........AMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAE 496
NTDB id 1271 LPP RS03220 WP 011213198.1 .......LNANLNSKTCEMVCELGSEEQLFLRE.........VMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQ 491
NTDB id 1248 GCO85 RS03150 WP 011213198.1 .......LNANLNSKTCEMVCELGSEEQLFLRE.........VMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQ 491
NTDB id 1446 BW25113 RS19560 WP 000058964.1 .......LNAWLDSPEIRQFCKLESEDAMWLEG.........TLIHLGLSIRAWQRLLKVARTIADIDQSDIITRQHLQE 487
NTDB id 1153 A1552VC RS00115 WP 000521788.1 .......VNALLQSREIEQYCPLLKADAEFLES.........ALHRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAE 488
NTDB id 1397 DSB67 RS15690 WP 005535577.1 .......VNALLGSREIEAFCPLQKSDAEFLEN.........ALHRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAE 488
NTDB id 24072 RMA RS11660 WP 274377925.1 ................................................................................ 34
NTDB id 1349 HI 1117 AAC22771.1 .......INAYLNSKEIERDCKLNDKDAFFLEK.........ALNKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAE 492
NTDB id 1387 A4U84 RS06900 WP 020457569.1 .......INAQLTTKEIEQDCKLTDRDALFLEN.........ALTKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAE 492
NTDB id 1460 ASU2 RS09990 WP 015674260.1 .......INAKLTTKEIERDCRLAEKDALFLEN.........ALTKLGLSVRAYHRILKVSRTIADLANEPNIQQIHLAE 491
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ................... 473
NTDB id 1323 RA0C RS07335 WP 004916218.1 AIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 ALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ALSYKQNLHLPK....... 503
NTDB id 1446 BW25113 RS19560 WP 000058964.1 AVSYRAIDRLLIHLQKLLT 506
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ALGYRAMDRLLKQLTAQAV 507
NTDB id 24072 RMA RS11660 WP 274377925.1 ................... 34
NTDB id 1349 HI 1117 AAC22771.1 ALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ALGYRAMDRLLQRLQGES. 510
NTDB id 1460 ASU2 RS09990 WP 015674260.1 ALGYRAMDRLLQRLQGEN. 509
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