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NTDB id 24046 GK RS12545 WP 011231917.1 GETVYLRLSTLPTLYDESLVIRLLPQRFSLPLRELSLFFRSTARLFSFMQHPQGLVLLTGPTGSGKTTTLYTLLDLCQAERQRNI 170
NTDB id 96 BSU 24730 NP 390353.1 EGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNI 169
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NTDB id 24046 GK RS12545 WP 011231917.1 ITLEDPIEKQNERLLQVQINEKAGITYAAGLKAALRHDPDVLMVGEIRDHDTAAIAIRSALSGHLVVSTMHAADAVGAVYRLHEF 255
NTDB id 96 BSU 24730 NP 390353.1 VTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEF 254
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NTDB id 24046 GK RS12545 WP 011231917.1 GIPLGDLAETLLAVSAQRLVELCCPLCGDDCHPS.CGRLGRRRRTAVYELLCGSALEDVIRSLSNGRGKPKRSYMTLARLIRKGI 339
NTDB id 96 BSU 24730 NP 390353.1 GINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN..HANYQYQTLRQIIRKGI 337
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NTDB id 24046 GK RS12545 WP 011231917.1 ALGYLPVRMLELVGGGER. 357
NTDB id 96 BSU 24730 NP 390353.1 ALGYLTTNNYDRWVYHEKD 356
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