
logo

MTVEEKKAKKM
S
L
S
D
P
L
NRSTEHI

L
E
P
E
V
E
K
E
YTWDRLETDTI FAPTDADADWEETEFYEKQSTVKVAQDMI

L
K
PKALGSAEYAKGHRLGLDESAPEKNVLLYEGALTEQCLQYDMDSLVMSMRRLEGKI

LYTVYA
NTDB id 24035 GK RS04620 WP 025038851.1 MTVEEKKAKKSLPLRSEIPVEETWRLEDIFPTDDAWEEEFKQVKAMIPKLGEYKGRLGESPEVLYEALQCQDDVSMRLGKLYTYA 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ..........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYA 75
consensus ********** * !**** !! ! !!*!! !! !* **! ! !*! *!* ! ! * * !! !*! !!

logo

H
SMKRNYDQDTTNVGSFLYQEGLYDQAKRAKSNSLYSEQALSESAFMAFYFI EVPEFI LMAI

LDDEAKKVLARESFKLEQEYEPGPLGRLYADHAYFLDEER I
L
L
T
A
R
N
Q
K
R
D
PHVLSAQEAEEAE I

LLAAQA
NTDB id 24035 GK RS04620 WP 025038851.1 HMRYDQDTTNSFYQGLDARAKSLYSEASSAMAFIVPEILAIDEAVLRSFLEQYEPLRLYAHALDEITRQRPHVLSAEEEAILAQA 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus *!* !!!!! !! !*! !!! ! ! !* !! *!*!* ! ! !! **! !! ! * * ***!!!! ! ! *!! !

logo

A
G
D
E
I
V
F
M
N
Q
A
G
P
T
S
TDTFNSAVLDNNADI

L
L
TFPTWI

V
I
SDEGNQGDEEVVELVTHGNRF IRTFLLMESKTDRDRI

VRKRDGAFYEYAMVYGHTYEKQFQHNTFYANQMTLAQGTVVKKVDHNFYFQAKR
NTDB id 24035 GK RS04620 WP 025038851.1 AEVMQATSDTFSALNNADLTFPTIIDENGEEVEVTHGRFIRFLESTDRRVRRDAFYAVYHTYEKFQNTFANMLAGTVKKDNFFAR 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAK 245
consensus *** ****!!! ! !!!* !! * ! *!* !!*!!! !! *!! !! *!* !* !*!*!!! !!*!*!* ! ! !! *!* !*

logo

I
VRHRYNRSAREHAALADANFNIPESVYDNSL ILAEAS IVHNEKHLPLLHRYLVDRLRKKRVLGLDELHKMYDLVYTPLSVEQETVEKMTAELVTYEEASKLKQKYAMELEGVLAI

P
F
L

NTDB id 24035 GK RS04620 WP 025038851.1 IRRYRSAREAALDANNIPESVYDNLIAAIHEHLPLLHRYVRLRKRVLGLDELHMYDLYTPLVQEVKMEVTYEEAKQYMLEGLAPL 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALTYEESLKKAEEVLAIF 329
consensus *!*! !!!*!!! !! !!!!!!! !* ** !!!!!!!!* !!!*!!!!!!!*!!!*!!!! * *!!!! ! !!*

logo GEEYSVAKGIVHKAEAGFLDTENRWI
VDVHREPNKGKRSGAYSGSGAYDGTHNAPFYI

MLLNWQDNTLVDNNLFTLVHEFTGHSLVHSTYFYTRKQTQPYPVYAGDHYPS I FLVAE
NTDB id 24035 GK RS04620 WP 025038851.1 GEEYVAIVKEGLDNRWVDVRENKGKRSGAYSSGAYGTHPYILLNWQDNVNNLFTLVHEFGHSVHSYYTRKTQPYPYAHYSIFVAE 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAE 414
consensus !!!! !* * !!*!!**!!!!!!!!!! !!! !****!!!!!! * !!!!!!!! !!!*!! *!! !!!!*!**!*!!*!!

logo

I
VASTCTNEANI

LLNTDETYLLKRETI
V
D
KDDEKKTRFLAYI

LLNHYLDEGFKRGTVFRQTMQFAEFEHAL IHELAKADAQQSGEQAI LTADEFTLMNSAKLYAYDLNEKKTYFYGNDLDKAI EVDV
NTDB id 24035 GK RS04620 WP 025038851.1 VASTCNEALLNDYLLRTIDDEKKRLYLLNHYLEGFRGTVFRQTMFAEFEHLIHLKAQQGEALTAETLSALYYDLNKTYFGDDIVV 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 IASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAED 499
consensus *!!!*!! *! * !!* * !*! ! *!!!!!*!!*!!!!!!! !!!!!! !! ! !!!* * !! !!! !*

logo

D
N
K
YE IGQFLEWAER IPHFYMYNYYVYQYATGFASAASTAYLASEKKQI LVEHEGGTEEPADKVERARYI

L
D
T
F
YLKAGSSDYP I

LEVI
LKKAGVDMTNSATDEPYI

L
D
R
A
QACFKQVFAE

NTDB id 24035 GK RS04620 WP 025038851.1 DKEIGLEWARIPHFYYNYYVYQYATGFSAATALSKQILEEGEPAVRRYIDFLKAGSSDYPIEVLKKAGVDMTSAEPIRQACQVFA 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFE 584
consensus !! !! !!!!!! !!!!!!!!!!! !!* ! !** !* !* *!!!!!!!!!*!!*!!!!!!!! *** !* !!



logo

D
E
K
RLDVELMEARLLVEKGVHLS

NTDB id 24035 GK RS04620 WP 025038851.1 EKLDEMERLLEK..... 607
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DRLVELEALVEKGVHLS 601
consensus **! !*! !*!!*****

X non conserved

X similar

X ≥ 50% conserved


