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NTDB id 240340 CHH27 RS05385 WP 094070673.1 .MAGSVNKVILVGNLGADPEIRRTQDGRPIANLRIATSESWRDRNSGERREKTEWHRVVIFNEGLCKVAESYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
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NTDB id 240340 CHH27 RS05385 WP 094070673.1 LEGQLQTRKWQDQSGQDRYSTEVVLQGFNSNLTMLDGRGEGAGAGGGLPDYGNDSQGGGGGGFGGGSGGSFGGGGSGGGY 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ...................GGM...NVPAQ... 134
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGN...................QGSGWNQAPAQTNY 134
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NTDB id 240340 CHH27 RS05385 WP 094070673.1 GSGSSGGGYGGPSGGGG....................GPMDDEIPF 185
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .QGSWGQPQQPAKQHQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NQGGYSDNYAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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