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AT EKIKEYKLIVE TOLALLVCCEFLLKPAPQTPVKETNLOAEVeAYSKD? v EKEVKKEEKEED LEQDL | TVOWK

FTNSPK|JAETLSMEN . . LSSK|. . STKSSVSKFNSSSSEKNKNEM\a))
KPAPHT|JVKETNBQAEVVAISKDSSTEKDVKKEEKEEPVEQDLE§T\A))
KPAPQT|YVKETNBQAEVVAVSIKDSVSEKEVKKEEKEEPLEQDLE§T\a))
KPAPQT|JVKETNBQAEVAAVSKDSSTEKEVKKEEKEEPLEQDL§T\A))
KPAPQT|YVKETNBQAEVAAVSIKDLVSEKEVNKEEKEEPLEQDLE§ T\
KPAPQT|JVKETNBQAEVAAVSIKDLVSEKEVNKEEKEEPLEQDL§T\a))
KPAPQT|JVKETNEBQAEVAAVKDLVSEKEVNKEEKEEPLEQDLE§T\/2y)
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*
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AP 0LV KA st ASKVSDEAL K EEeSoRtcs crme . o ST

.................... C KTMKKMFV. ... .LFCMLFSJCAFSLAA
.................... R KTMKKMFV. ... .LFCMLFSJCAFSLAA
.................... C KTMKKMFV. ... .LFCMLFSJCAFSLAA
.................... L KTMKKMFV. ... .LFCMLFEJCAFSLAA
SSSEESTDSPTGSSVSNQI T SGPIY
ESASIQHTGSGAP. ... .. KDKJ4

EAABIQQAGPGTA. .. ... T KEKIM
EAVBIQQTGSGTA. ... .. TEKEKIS
EAVEIQQTGLGTA. ... .. IBKEK|Y
EAVBIQQTGLGTA. ..... IBKEK|Y
EAVEIQQTGLGTA. ... .. IBKEK|Y
**x ok * *  kkk okokk kokokkok  kok ok kokok ok kok * * *

VesueEL s v lonl ouRe OB LD v

INGQIKEREEGIFGIORNOEAIMUGSAPNAKAAKPAAPAAKK
AISR)ABNIGAPAPKGPAKPVLPAVKK
AR OABNIGAPAPKGPAKPVLPAVKK
AISRGI)ABNIGAPAPKGPAKPVLPAVKK
AISHOI)ABNIGAPAPKGPAKPVLPAVKK
AQDIIDIJRINANGIYFK S LGKVSGEGDKT .................
NKASLIXELYSN] AQDIIDBIRINANGISFKSVD LKKVSGIGENKT EKLKDN{ TV D |,
NKASLINEL)YN] AQDIIDERININGINFKSVD LKKVSGIGEIKT EKLKDR{ T VD |,
NKASLIXELYYN] AQDIIDBIRININGISFKSVD LKKVSGIGEKT EKLKDN{ TV D |,
NKASLINEL)YN] AQDIIDERININGISFKSVD LKKVSGIGEKT EKLKDR{ T VD |,
NKASLIXELYYN] AQDIIDBRININGIGFKSVD LKKVSGIGEKT EKLKDN TV D
NKASLIXEL)YN] AQDITIDBIRIFANGIGFKSVD LKKVSGIGEKT EKLKDN{ TV D |,
kK kok ok k ok k ok %  kkk kkokkkkkxk | P bk bk Dbk b b oskoskksk DL LD sk

X non conserved
B similar
>50% conserved
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