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NTDB id 240331 CGZ77 RS12810 WP 369830588.1 ................................................................................ 0
NTDB id 1127 NGFG RS10560 WP 003703428.1 ................................................................................ 0
NTDB id 1126 NGFG RS09375 WP 003703428.1 ................................................................................ 0
NTDB id 1125 NGFG RS07215 WP 003703428.1 ................................................................................ 0
NTDB id 1108 NGFG RS06525 WP 003703428.1 ................................................................................ 0
NTDB id 595 KW2 RS08725 WP 021037687.1 MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKPAETLSVEN..LSSS..STKSSVSKFNSSSSEKNKNEIMVDLKG 76
NTDB id 521 SMSK321 RS04960 WP 000443804.1 MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPHTPVKETNLQAEVVAISKDSSTEKDVKKEEKEEPVEQDLITVDVKG 80
NTDB id 493 SM12261 RS04300 WP 000387351.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVVAVSKDSVSEKEVKKEEKEEPLEQDLITVDVKG 80
NTDB id 153 SP RS04730 WP 000387344.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDSSTEKEVKKEEKEEPLEQDLITVDVKG 80
NTDB id 263 KZH43 RS04195 WP 000387330.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDVKG 80
NTDB id 222 SPD RS04535 WP 000387330.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDVKG 80
NTDB id 188 SPR RS04295 WP 000387330.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDVKG 80
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NTDB id 240331 CGZ77 RS12810 WP 369830588.1 ................................................................................ 0
NTDB id 1127 NGFG RS10560 WP 003703428.1 ....................MSRGGATPY...RFLLIRHIVARCGLLFATLKGKTMKKMFV.....LFCMLFSCAFSLAA 52
NTDB id 1126 NGFG RS09375 WP 003703428.1 ....................MSRGGATPY...RFLLIRHIVARCGLLFATLKGKTMKKMFV.....LFCMLFSCAFSLAA 52
NTDB id 1125 NGFG RS07215 WP 003703428.1 ....................MSRGGATPY...RFLLIRHIVARCGLLFATLKGKTMKKMFV.....LFCMLFSCAFSLAA 52
NTDB id 1108 NGFG RS06525 WP 003703428.1 ....................MSRGGATPY...RFLLIRHIVARCGLLFATLKGKTMKKMFV.....LFCMLFSCAFSLAA 52
NTDB id 595 KW2 RS08725 WP 021037687.1 AVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSPTGSSVSNQISTTSGPK 156
NTDB id 521 SMSK321 RS04960 WP 000443804.1 AVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTGSGAP......SSTSKDKK 154
NTDB id 493 SM12261 RS04300 WP 000387351.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAGPGTA......SSTSKEKK 154
NTDB id 153 SP RS04730 WP 000387344.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGSGTA......SSTSKEKK 154
NTDB id 263 KZH43 RS04195 WP 000387330.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTA......SSISKEKK 154
NTDB id 222 SPD RS04535 WP 000387330.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTA......SSISKEKK 154
NTDB id 188 SPR RS04295 WP 000387330.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTA......SSISKEKK 154
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NTDB id 240331 CGZ77 RS12810 WP 369830588.1 ........................MADYRKENGDFKSVEDLKKVKGIGEGIFGKLKDEATVGSAPNAKAAKPAAPAAKK 55
NTDB id 1127 NGFG RS10560 WP 003703428.1 VNINAASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 VNINAASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 VNINAASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 VNINAASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 595 KW2 RS08725 WP 021037687.1 VNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID................. 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 INLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD................. 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 VNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD................. 216
NTDB id 153 SP RS04730 WP 000387344.1 VNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD................. 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 VNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD................. 216
NTDB id 222 SPD RS04535 WP 000387330.1 VNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD................. 216
NTDB id 188 SPR RS04295 WP 000387330.1 VNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD................. 216
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