
logo MKPQKSLRARALMDI LASRQSETVGSRAIAGLKRKLAPHYAEQSEEELEANVLNEFMAERGNWQSDELRYAEAYIHRSKSQRKHGSLRLKRQRADLAEQ
NTDB id 240329 CGZ77 RS11740 WP 009426483.1 MKPQKSLRARALDILARSETGRAALKRKLAPYAQSEEELEAVLNEMAERGWQSDERYAEAYIHSKSQKHGSLRLRRDLEQ 80
NTDB id 1135 OK783 RS05295 WP 003688187.1 MKPQKSLRARAMDILSRQEVSRIGLKRKLAPHAESEEELENVLNEFAERNWQSDLRYAEAYIRSKSRKHGSLRLKQALAQ 80
consensus !!!!!!!!!!!*!!! ! ! ! *!!!!!!!*! !!!!!! !!!! !!! !!!! !!!!!!!*!!! !!!!!!!* ! !

logo QGIDERDKTSVRANLLPDARESQSEKLAQAAI
VAAVLVQRKKFKAHPAPAQDNLYAKEKQKQAMRFLAYRGFDAGDTVQRLTALKRHQAWADDEWRDE

NWDEDGESC
NTDB id 240329 CGZ77 RS11740 WP 009426483.1 QGIDRDTVRALLPDAEQELAAAVAAVQKKFKAPPQDYAEKQKQMRFLAYRGFDGDTVRLALRQAWADWRDEWDGE. 155
NTDB id 1135 OK783 RS05295 WP 003688187.1 QGIDEKTSRNLLPDRSSEKQAAIAVLRKKFKHPAANLKEKQKQARFLAYRGFDADTVQTALKHAWDE...NWEDSC 153
consensus !!!! ! ! !!!! ! !!*! * !!!!*!* !!!!! !!!!!!!!!*!!! !!**!! **** !* *
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