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MFDSFFLFRKRKRKKTEQESATDPKAEALEEQATDQTVAQENATAAEKSAVEPASEAADEAVAAARAQKQI
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D
NIKRENADDVRESGSLALENRSPAETQEPVAKGARADESTPASDVENT

NTDB id 240314 CGZ77 RS05620 WP 094031013.1 MALFDFLFKRKTESADKEAEQTDTAQNAAESAPAEAADEAAAARQKYLDDIRNADRSGLLNRPAETQEPAGADETPSDNT 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 ..MFSFFRRKKKQETP.ALEEAQV.QETAAKVES....EV....AQIVGNIKEDV.ESLAES......VKGRAES.AVET 60
consensus ***! ! **! ** ! *! ! * ****! **** * !* * ! ******* ! !** !

logo VSDGAGLVENPQSVETAKPEAATAVADEGMRPSEANDGENAPAPEPERAVAEASADKETAEVATEPSTAVGTDEATEVGQQTDVQTEAQTVADTETEQETDHKNGLGWAARLKKQGLAGKSRDKMAKS
NTDB id 240314 CGZ77 RS05620 WP 094031013.1 VSDGLNPSETAPEAAADGRPSENDNPPPEAAAADTAETPSATDTEQTDTEQTDTEQTDNGGWAARLKKGLGKSRDKMAKS 160
NTDB id 1118 NGFG RS11455 WP 003696286.1 VSGAVEQV...KE.TVAEMPSEAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKS 136
consensus !! ** * ****!* !!! *** ! ! ** * ! ! * !!!!!!! !!*!!!!!!!!!

logo LAGVFGGGKQIDGEDLYEELETVL ILTGSDMGI
MEATEQYLMDKDEVRGRRVSLKGLKSDGNRELRGQALKEALYDL ILAKPLEKPLEVI

LPDENTGKEQ
NTDB id 240314 CGZ77 RS05620 WP 094031013.1 LAGVFGGGKIDEDLYEELETVLLTSDMGIEATEQLMDEVRRRVSLKGLSDGRELRQALKEALYDLLAPLEKPLEIPDNGQ 240
NTDB id 1118 NGFG RS11455 WP 003696286.1 LAGVFGGGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKE 216
consensus !!!!!!!! ! !!!!!!!!!!!*! !!!*!!!! !! *!! !!!!!!! !! !!! !!!!!!!!!* !!!!!! *!*

logo PFVIML
MAGINGAGKTTS IGKLAKYFQAQQGKSVI

LLAAGDTFRAAAREQLQAEWGEGRNGNVTVI SQATKTGDSAAVCFYDAVEQASAKA
NTDB id 240314 CGZ77 RS05620 WP 094031013.1 PFVIMMAGINGAGKTTSIGKLAKYFQQQGKSVILAAGDTFRAAAREQLQEWGERNGVTVISQAKGDSAAVCYDAVESAKA 320
NTDB id 1118 NGFG RS11455 WP 003696286.1 PFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKA 296
consensus !!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!! !! !! !!!!!! !!!!!!!*!!! !!!

logo RGKI
TDIVLADTAGRLPTQLHLMEE IKKVKRVLQKAI

MPDGAPHE I IVVLDANIGQNAVNQVKAFDDALGLVTGL IVTKLDGTAK
NTDB id 240314 CGZ77 RS05620 WP 094031013.1 RKTDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAMPDAPHEIIVVLDANIGQNAVNQVKAFDDALGVTGLIVTKLDGTAK 400
NTDB id 1118 NGFG RS11455 WP 003696286.1 RGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAK 376
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo GGI
VLAALASADRP I

VPVRYIGVGEGS IDDLRPFDNARAFVDAL ILDG
NTDB id 240314 CGZ77 RS05620 WP 094031013.1 GGVLAALASARPIPVRYIGVGESIDDLRPFNARAFVDALIDG 442
NTDB id 1118 NGFG RS11455 WP 003696286.1 GGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD. 417
consensus !!*!!!!!! !!*!!!!!!!!! !!!!!!! !!!!!!!!*!*
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