logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1

240312 CGZ77 RS05020 WP 009425282.

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RS07730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1

240312 CGZ77 RS05020 WP 009425282.

1112
1113
1252
1198
1016
1059

NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )
GC085 RSO7730 WP 011213805.1
PSJM300 03950 AFN76868.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1

240312 CGZ77 RS05020 WP 009425282.

1112
1113
1252
1198
1016
1059

NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )
GC085 RSO7730 WP 011213805.1
PSJM300 03950 AFN76868.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1

240312 CGZ77 RS05020 WP 009425282.

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GC085 RS07730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

KL Y A K K VSA éEéﬁ t é T ~ éﬁ|T D TV

AKNGBRLE AKKEKE R -%SGQ Y& EH> EEE Xis RHvé'k5¢§E5§5§iEE*EE§ VK?E Al

1 ..., MKATQTLPEANEREK NG GSVSHLAR . L TREIK S KD)E
...... MKT I[P QERAN R K N SGKK. GSISFITK.IS

1 MKANKVNNEK GRS KHBQSEQT
MAKNGGFSLFRAKKE RFI RHBA S DL
MAKNGGFSLFINKKEARIATBAeR HBA SDIAL
...... MDK NP PBL TI3H NKAEQIA .
...... MAQKINTKNSVIGT DRQMEAI.

MAAKKTQV PVIgA DRK[TIN.

MAVKKEQM PTIgA DRK[EV]Y .
kk sk x % *

VEEKRKPB®EFDR . KN
KSISEES. .AG
EKRKN@FEGLL

EKRKN@LEGLF
* % *

1%k kkk ok |okkok *

AT o DAMGEI Al st bt AL A S )

1

1

* 1 * %k *

B Rt o I e 0 vvuhsgﬁfeé o

1 S HDM[INARY
ANMEINIRY Q
ISSUGAELPANTQ
IQFGA LPANT
ISNFGAELPAFT
IEFGA LPAFTQ

INFGA LPAFTQ
FUTHT Lk |

1

Ik | %

ixé@géféﬁ/égﬁsEéEEES\DR*Vm e i K

1% [ kokk k| okokokok

1

1
TIREAAGVPLVDWL STAGAEGN

TIMEAAGVPLVDYL STAGAEGN

RTL N

RTL

RTA WFAAGVPLV AL SJAGA GN
THYA
1]

FAAG PLV ALESS[JAGA GN
T FAAGVPLVDAL S|YAGA

GN

sk kokokokok Dok Dok Dok | ! Il N

1563
152
152
155
155
1562
151
154
154

233
232
232
235
235
232
231
234
234

313
312
312
315
315
312
311
314
314



logo

20T e e A s 1

Beplasag s34 B EEEF EA lfQ Ve N\_ ol TLV

VKR T LA =51 N N
NTDB id 1169 A1552VC RS11075 WP 000648511.1 393
NTDB id 1402 DSB67 RS12670 WP 010643257.1 392
NTDB id 240312 CGZ77 RS05020 WP 009425282.1 392
NTDB id 1112 NGFG RS09215 WP 003689811.1 395
NTDB id 1113 AAA85695.1 219..1451( ) 395
NTDB id 1252 GC085 RS07730 WP 011213805.1 QMVI\IGEESGEL MLKVAFYE EV NAVDJLSH # 392
NTDB id 1198 PSJM300 03950 AFN76868.1 QMWAIGEESGE\LD MLBJKVAWFYE EVDNVDL A 391
NTDB id 1016 ACIAD RS01680 WP 004920476.1 YEEVDAVDL S 394
NTDB id 1059 ABD1 RS01610 WP 000279215.1 394

consensus

<0

logo

NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 240312 CGZ77 RS05020 WP 009425282.1 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 410
NTDB id 1113 AAA85695.1 219..1451( ) 410
NTDB id 1252 GC085 RS07730 WP 011213805.1 .. 406
NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF .. 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF .. 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF .. 408

consensus S L DD Dok | oskokok ok o5 5 ok

X non conserved
B similar
>50% conserved



