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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 240197 PNC201 RS01685 WP 010376633.1 .MARGVNKVILVGNLGQDPEVRYMPNGNGVANISIATTDSWKDKNTGQLQERTEWHRVVLFGKLAEVAGEYLRKGSQVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA..PYEEGYGQSQ....EAYQ.RPAQQSRQPASDA.. 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA..PYDEGYGQSQ....EAYQ.RPAQQSRQPAPDA.. 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPA.....................QTN 133
NTDB id 240197 PNC201 RS01685 WP 010376633.1 EGRLQTRKWTDQSGQEKYTTEIVVD.MGGQMQMLGGRGEQQGQGGGQYQGGQQQQNNYGQQSYNQAPQQQYSQPQQSQSN 158
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP...AQGGMNVPAQQ..........GSWGQPQQPAKQ 147
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 .......PS....................HPQE.APAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 .......PS....................HPQE.APAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YNQGGYSDNYAQN.....NNFNGGNAT.......RPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 240197 PNC201 RS01685 WP 010376633.1 QQQGGFAPQQSQQNSQQSSGFGGQSQGGFAPQQNQNNGQSGGSSNPMEPPIDFDDDIPF 217
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQ.....P.......................M.QQSAPQQYSQPQYNEPPMDFDDDIPF 177
consensus * * ** *** * ** !****!!!!!!

X non conserved

X similar

X ≥ 50% conserved


