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K KIKKAMYP MV VAV VTINILL KVVPQF[N

KMNKIKKAMISYPIEWNV VVA VTEIL KVVPYF)S

........ MPV [8]Y] RDRQGRL E TRENEDER TENARLIBAD R[EMRF \UA EYREHP Gl LQAE RIPA X @4INYD AIF RQLATM
........ MPV [MY]Y I3DRQGIER 12 gy EAED RTEVARLIWAD R[EANE Y| A EpRIN P Gl GLQAE RIPA E GHGRD ATF RQLATM
MAQISATKNSHAST i eamplAnfel A VSPAL.KAQLRKQG NPQKMHKISSISIRFS . . . . ..
* kkk DDkl skskskskkok * % k % % sk % * % %
L A LTt Q
iy VEGGUEF - 1XA LNKI; QN

MKAGVPL Q F I EG® KIEVEGGHE] WL CRILV SGEQSG LEjN

KI BJAMIYP mMVIJVISAVEVEREIL. LiNe: VP QFINe] |MT|DJRG ELPIRRT)
KNKIKKAMIAYPIWRV VVA VTEIL  KVVPNF[e]
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AR L5 Bk AR LATTEAA L T AT B %Wmﬁ

[¢RIAY DRLIMLRLPVFG LNRIK B\VARFSRTLA|RNS AN TN K(ET A[QUSAUVIAE TIYEA A LK QQ DPIRNLELAQHPF V)3
FRIMMADRLEIL PVWGD YK B VARF RTL TTFAAGVPLVDALDSIAGATGNIV RSINTN NQLNF MR.T GTI
FRpJA] DRLWYLRLP \WGDL YKIWY AR SRTLATTFAAGVPL DAL.STAGATNN V E[W
FRJy D LEAL LP FGDL YKEW{ AR SRTLATTFAAGVPL DAL STAGATNNN E)Y
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o 050 VAL EE AL ke oot T L AL A YR s

PPMVSSMVAIGEE GALD MLSKVANFYEREVDRAVESILTALSIEPL IRBIT.GV VGNl VI M LP Flemeyy SN
PIFMUBBSIMVAIGEE GALD MLSKVAINFYEREVDINAVESILTALRIEPL pRL.GV VG VEY M LP  FliQeyeyy KRR
P MA QMEAIGEESGALDEMLSKVATFYEDEVDNMVDGLTA MEP IMA LGVLVGGL IAMYLPIFQMGSVVE 405

QQLNFAMR.V NRI3

QL FEWMRpmS NRF
k| sk ok sk k ok

GIMR V] DRLLRLPVFG LK BVARFSRTLA|RAM g AA LK QQ DPIRILWLAQHPF V)3
I

P MA QMVAIGEESGALDJY
P MA QMVAIGEESGALD MLMKVARy YEMEVDMAVDGLT MEPLIMA LGVLVGGLVIAMYLPIFQMGSV V. 408
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MLIKVAN YESEVDBIAVDGLT MEPLIMA LG LVGGLVIAMYLPIFQMGSVV... 408
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