
logo MKRKRI
LLV IDDHPAVMEGTKATI LETDNQSDNFLSVVDCLSPEAPSEQF ILKKQHDFSASYDL I LMDLNLGGE I

VNGMDELSKKQI LEQETCNPSHSCKI
NTDB id 239872 CG450 RS04715 WP 003184849.1 MRRLLVIDDHPAVMEGTKAILETNQDFVVDCLSPEASEQFLKKHDFSAYDLILMDLNLG.EINGMDLSKKILETCSSCKI 79
NTDB id 90 BSU 31680 NP 391046.1 MKKILVIDDHPAVMEGTKTILETDSNLSVDCLSPEPSEQFIKQHDFSSYDLILMDLNLGGEVNGMELSKQILQENPHCKI 80
consensus !***!!!!!!!!!!!!!! !!!! !!!!!!!*!!!!*! !!!! !!!!!!!!!!!*!*!!!*!!! !! ***!!!

logo IVYTGYEVEDYFEEAIRASGLMHGAI SKTESKEKI ITEQYIYHQVLDNGNEKI LVVDFYADYFKQL IMTQQKSTKPSANPSQSQKTEQHQDLVLTEPRECL
NTDB id 239872 CG450 RS04715 WP 003184849.1 IVYTGYEVEDYFEEAIRSGMHGAISKTESKEKIIEYIYQVLDNKIVVDYDYFKQLITQQKSKSN.SQQTQHDLLTERECL 158
NTDB id 90 BSU 31680 NP 391046.1 IVYTGYEVEDYFEEAIRAGLHGAISKTESKEKITQYIYHVLNGEILVDFAYFKQLMTQQKTKPAPSSQKEQDVLTPRECL 160
consensus !!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!! !!!*!! !*!!* !!!!!*!!!!*!* *! ! *!*!!*!!!!

logo I LKQEVEKGFYTNQE IADALHLSKRS I EYSLTS IVFNSKLNVGSRTEAVL IAKSDEGVL
NTDB id 239872 CG450 RS04715 WP 003184849.1 ILKEVEKGYTNQEIADALHLSKRSIEYSLTSVFSKLNVGSRTEAVLIAKSEGVL 212
NTDB id 90 BSU 31680 NP 391046.1 ILQEVEKGFTNQEIADALHLSKRSIEYSLTSIFNKLNVGSRTEAVLIAKSDGVL 214
consensus !! !!!!!*!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!*!!!
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