
logo MELQATKRDAELNL IQSAVAVEQNDSEQALDVLFKAYLPMVYHRTFLATPYYIRLFDEDDWLQEAR IVCYETCQCYDCQNQCKGKSFGGSFLVYDKCLKR
NTDB id 239850 CGZ47 RS09005 WP 232505303.1 MELAKRDANLIQAVVENDSEALDVLFKAYLPMVYRTFTPYYIRLFDEDDWLQEARIVCYETCQCYDQNCGKSFGGLVDCK 80
NTDB id 612 LCA RS08360 WP 011375367.1 MEQTKRDELLISAVAQNDSQALDVLFKAYLPMVYHTLAPYYIRLFDEDDWLQEARIVCYETCQCYDCQKGKSFGSFYKLR 80
consensus !! !!! !! !! !!! !!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!***!!!!! **

logo FKNNPHNFI LRNTLNLRSARELAQKRRGDRQAVL IAERPERDAI SEDTVTYYQSQFELRCYLETLSPFELVSFRVLTGQLS IDEACCQL
NTDB id 239850 CGZ47 RS09005 WP 232505303.1 FNPNFRTNLSA..................................................................... 91
NTDB id 612 LCA RS08360 WP 011375367.1 FKNHILNLLRRELAQKRRGDRQAVLIAERPERDAISEDTVTYYQSQFELRCYLETLSPFELVSFRVLTGQLSIDEACCQL 160
consensus ! ** ! *********************************************************************

logo

DCTIDQLKRGQSRCQTKLKRYYQENR
NTDB id 239850 CGZ47 RS09005 WP 232505303.1 .......................... 91
NTDB id 612 LCA RS08360 WP 011375367.1 DCTIDQLKRGQSRCQTKLKRYYQENR 186
consensus **************************
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