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IVVVFHEFGHFYFMFAKRSGI LVREFSAIGMGPKLI FATHTRGKNDGTTVYTIRW

I LPLGGYVRMAGMWAGDEDETSTE I EKAT
NTDB id 239835 CGZ47 RS06500 WP 089542222.1 MAAIIAFIIIFGILVVVHEFGHFYMAKRSGILVREFSIGMGPKLFAT.RKNGTTYTIRWLPLGGYVRMAGMADDESEIEA 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !*!!!*!**!!***!!*!!!!!!**!!!!!!!!!!!*!!!!!!*!!***!*!!*!!!!*!!!!!!!!!!!***!**!!**
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NTDB id 239835 CGZ47 RS06500 WP 089542222.1 GTQATLLLDEQETVQKINTSDKVTTLNGVPFQIAKTDLQKELWIEGYESGDESELKRYSVSHDATIVESDGTEVQIAPVD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
consensus !**!*!*!*****!**!!*!!********!******!!***!*!*!***!* *!*!*!*!!!!!!!*!!!!**!!!*!
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NTDB id 239835 CGZ47 RS06500 WP 089542222.1 VQFQSASLINRMLTNFAGPFNNFILAIVAFALFAFLNGGVPQNKAIVGTVMPNSPAQKAGLKMDDRLVKVAGKKVTTFTD 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
consensus !!*!*!!***!**!!!!!!*!!!!!****!***!!**!!!*********!*****!!**!!!**!**!*****!!!****
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AWAENGATQAI FL
NTDB id 239835 CGZ47 RS06500 WP 089542222.1 FSSVIAKYPNK.....PVNVQVKRAKQ.TKSLEITPKAVKVEGQKGKVGQIGVTAGLNHSVGAKLKYGFTQSWANATQIF 313
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQK..S....QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAIL 311
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQE..S....QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAIL 311
consensus **********!********!*!!!***********!* * ******!!***!******!***!!***!**!!*!*

logo

R
A
I
TLGKSGFLLITGTGNFSLNKLAGGPVGAMYFSQMTSTAQFAASSEQSGFLTIMSLIVLYDFLLMAGFMLSVINLGIMFNL IP IPALDGGKLIV I

MNVI I EA IRGRKP I
L
S
N
P
QE

NTDB id 239835 CGZ47 RS06500 WP 089542222.1 RILGSFLTGGFSLNKLAGPVGMYSMTTQFASQGFTMLVYFLAFLSVNLGIMNLIPIPALDGGKLVINVIEAIRGKPISPE 393
NTDB id 323 STU RS10650 WP 011225396.1 ATLKGLI.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQE 390
NTDB id 291 STER RS01205 WP 011680685.1 ATLKGLI.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQE 390
consensus **!**** **!!!!!!*!!!*!**!**!****!**********!!*!!!!*!!!!!!!!!!!!*!*!*!!!!!*!!***!

logo

K
I EGS IYVITLVAGVGAMVMVVLMVI LAVTWNDIQMRFAFF

NTDB id 239835 CGZ47 RS06500 WP 089542222.1 KEGIVTLVGVGMMVVLMVLVTWNDIQRFFF 423
NTDB id 323 STU RS10650 WP 011225396.1 IESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 IESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus *!***!!*!!**!!!!!**!!!!!!*!*!!
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