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NTDB id 239805 CG419 RS06330 WP 089556811.1 .MWRDYWQRYRRFWWVPCLVII.LLGGGVFWQHSRQQRFLSTNQQLMAQSTKR.KVKAKPVKQKKSTSKGGFVDIKGAVA 77
NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQNEQLLATSASKTKPATKKTHQAATKKKGGFVDIKGAVV 80
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NTDB id 239805 CG419 RS06330 WP 089556811.1 HPGIYPICVAKTRLFEVLKQAGDVTEAADTSQLNLAQTLSDQLIIYVPTKGEAVQAEELVKAADEPQ.........AAPD 148
NTDB id 613 LCA RS05340 WP 231952379.1 YPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTQEQASTG 160
consensus *!!!!!!*! !!!!!!!!*!! *!*!!!! !!!!! !*!!!!!!*! !!! ! !!* !* * *********! *
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NTDB id 239805 CG419 RS06330 WP 089556811.1 NQAGASPISTDAKINLNQADATQLQTLNGIGPKKAEQIIAYRDEQGQFKQIEDLQKVGGIGPKTFEQLRPQICVN 223
NTDB id 613 LCA RS05340 WP 231952379.1 TSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
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