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NTDB id 239803 CG419 RS06320 WP 244185427.1 ................................................MVSGLVLCLGGCRFWLARRAYEQPVRPNNQVY 32
NTDB id 614 LCA RS05330 WP 011374769.1 MKNNWIYPVICLISLNSLMLGGQSWLTWSLLLLAFVKLISLRQTQITIMTIGLCLV.YGGRFWISYHSVTQPQQPVAQYF 79
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NTDB id 239803 CG419 RS06320 WP 244185427.1 KIQPDTIKVAGDQIQLMAQGQNDDQRVVCYYRCQSSAEKRRWQTTNQPLLLAGDIELERIQGATNRNEFDYARFMGQQKH 112
NTDB id 614 LCA RS05330 WP 011374769.1 KVQPDAIQVAGDSVQLTAIGQQDGQTIKAYYRCQTFAEKRRWQQVRHPVLFYGEKDFKRIQGATNQNEFDYARFLAQQKR 159
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NTDB id 239803 CG419 RS06320 WP 244185427.1 CFYQANIIDGTHFKRIPPQGWLDQLHQCRQNGLIYLRQLPPALRFHAEALLCGVRESDGLAYQNVLGQLGIIHLLSLSGL 192
NTDB id 614 LCA RS05330 WP 011374769.1 CFYQLTLAKKTTFALRRPSSGLDWLHYWRQTCALYLRKLPTALRFHAQTLLLGLREAQVDHYQVVLGHLGIIHLLSLSGL 239
consensus !!!! * !*! *! !! !! *!! * *!!! !!*!!!!!! !!*!*!! *!! !!!*!!!!!!!!!!!!
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NTDB id 239803 CG419 RS06320 WP 244185427.1 HVFYFVTIIRRLATLCRVPREWVNISLFCLLPLYALFVGGGTSITRAIGLILLRLICELSHFQQSRLDSWSWVLLVNLLW 272
NTDB id 614 LCA RS05330 WP 011374769.1 HVFYLVQVIRWCATYCRIPRERLNCMLFGLLPVYALLVGGTTSISRAIALILSRLLCKQLGIRQSRLDSWSLVLLVNLFW 319
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NTDB id 239803 CG419 RS06320 WP 244185427.1 QPYLLISMGGLLSYLMAFGLIYQRRHGAFTTAFWLGLLSLPVCLRFNYRWHILTILINGIVAPIFLPVMLGLIMVAICLW 352
NTDB id 614 LCA RS05330 WP 011374769.1 QPYLLHSMGGILSYLMAFALIYIGEGSTFKVAYWLSLLSLPVCLRFNYRWHVLTIMMNALVTPIYLPIVLGLAIVASVML 399
consensus !!!!!*!!!!*!!!!!!!*!!! * ! !*!! !!!!!!!!!!!!!!!*!!!**!**! !!*!!**!!! *!! **
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NTDB id 239803 CG419 RS06320 WP 244185427.1 PVSHMIVWLEEGLLTTLYKGLAWIATFPYATITFGKIQLIPLFLIVIGTLWLMASTGRRAKWGW...WAVISLYVISFIG 429
NTDB id 614 LCA RS05330 WP 011374769.1 PVSNLVVNGCEWLLQLIYKGLGLVVQIPHAMITFGKIPLLPLLLIVTVSLLLIDGQAISNQWRKRLKRTLVSLYLASFLA 479
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NTDB id 239803 CG419 RS06320 WP 244185427.1 IHFNPVGRVIMFDIGQGDSLLIQQPFNRHNLLIDTGGRLALPQEKWQRRQIVSRAEKVTVNYLYSCGIDHLEAIALSHQD 509
NTDB id 614 LCA RS05330 WP 011374769.1 IHFNPTGRVVMFDIGQGDSLLIQTPFNRHQLLIDTGGRLALPQAAWQRRAQVSRAEKVTVNYLYSQGVDHIDAVALSHQD 559
consensus !!!!! !!!*!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!*!*!!**!*!!!!!!
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NTDB id 239803 CG419 RS06320 WP 244185427.1 ADHIGDLNEIMQHIRVKRLICAAGLPQNRQFQRQVRPHLTKVAIEPYLADQHFMIGHQQINVLAPVVAGPGGNADSLVLQ 589
NTDB id 614 LCA RS05330 WP 011374769.1 ADHIGDLNQILKQIRVDRIICAAGLPQNRQFQRQIRPFLATVQIEPYLAGAAFKVGSQKFNVLAPTKPGKGENSDSLVLQ 639
consensus !!!!!!!! !* *!!! !*!!!!!!!!!!!!!!!*!!*! ! !!!!!! *! *!*! !!!!! *!*! ! !!!!!!
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NTDB id 239803 CG419 RS06320 WP 244185427.1 TQIGGASWLFTGDLEKAGEVAIVDRYPQLRVDYLKVGHHGSQTASDPQSIATWQVKGALISAGCHNRYGHPHAATLQTLK 669
NTDB id 614 LCA RS05330 WP 011374769.1 AQIGGASWLFTGDLEQEGERAIIERYPQLTVDYLKVGHHGSKTASDPTVIKKLHLKGALISTGRENRYGHPHQETLTTLQ 719
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NTDB id 239803 CG419 RS06320 WP 244185427.1 RANVPFWNTADCGMLEWRYGFGQVPMIKTTLKDCD. 704
NTDB id 614 LCA RS05330 WP 011374769.1 AAKVPYWLTAQQGMLTWAYGPGQSEKLQTTIKDSEK 755
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