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NTDB id 239796 CG419 RS03645 WP 089556485.1 .MKIKTTVQFNTDFLLLLGRLLQNGFSLQQALEFMPIVFPTQKQWLHQVQAGLEAGKRLAPSLAAVSFPAHLVAQIELTE 79
NTDB id 618 LCA RS06475 WP 011375000.1 MYKLRQQAQFYADFLQLLGRLLENGFSLQQAFAFLPIVFPKQRQWLNQVNQALEKGDSLAVSLAHADFPTDYVGQIELTE 80
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NTDB id 239796 CG419 RS03645 WP 089556485.1 LQGNLGECLLHLGQLQRIQQKRRRELVGVIAYPCFLLLFLGALIGMMQIYLFPEIAQFNPTTSATSPLQLFFRVMGTFVI 159
NTDB id 618 LCA RS06475 WP 011375000.1 LQGNLGQCLWHLGRIQSIRQKRRREIRGVLAYPLFLLAFLGGLIGLLRHYLLPEIAQITPESNQTGSPLSRIILWGFLLV 160
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NTDB id 239796 CG419 RS03645 WP 089556485.1 MAG.ALISVYLFRWHRRPLLQRLAAAFRWPFIGKTLQAYYQYCLLFDLATCLNNGLNLAEMHQLTHRLAKTSWLVQLMQQ 238
NTDB id 618 LCA RS06475 WP 011375000.1 LVLLIMGSGLFMVYRRLPVLVRLQKAFKWPIIGRDIQQYYHYCLLFDLSTCLQNGLKLTEICALQKQLQQNTWLVTLVAQ 240
consensus * * * ! **! !*! !! !!*!! !!* *! !!*!!!!!!! !!!*!!! ! !* ! * ! *!!! !* !

logo LETVAVLVAQKSGGQSTLDLANYLASDRGSAVFFYPPQESLQRLVLAKGHNSLPLTQQMTATDKE IDTLMLANVI
L
K
QYDTELQKRQLKQQRKVNSWLQP I

LLF I L IG I
L I I I CTY

NTDB id 239796 CG419 RS03645 WP 089556485.1 LETAVQKGGTLLANLADGVFYPPELQLVLAKGSPLQQMAKEIDLLAVIKYDELQRQLKQKVNWLQPLLFILIGIIIICTY 318
NTDB id 618 LCA RS06475 WP 011375000.1 LEVVLASGQSLDAYLSRSAFFPQSLRLVLAKHNLTQQTTDEITMLANLQYTELQKQLQRKVSWLQPILFILIGLIIICTY 320
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NTDB id 239796 CG419 RS03645 WP 089556485.1 LSILLPLYHTMEGIS 333
NTDB id 618 LCA RS06475 WP 011375000.1 LSILLPLYQTMEGIS 335
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