
logo MQRQEHPQPTFFFFLDYETWGVNPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPPANDYLPASPEAAL ITGITPQKANVASQGLAPEP
NTDB id 239726 CG015 RS08750 WP 129532568.1 MRQEHPPTFFFLDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQPPADYLPSPEAALITGITPQKAVAQGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus ! !!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!!!! !!!*!!

logo EF IAKR IHAQEQLASTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI ENWPENDDEGFT

NTDB id 239726 CG015 RS08750 WP 129532568.1 EFIAKIHQQLATPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPEGINWPENDEGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!! ! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!! !!!!!*!!!

logo SFKLEHLSVANGI EHASNAHDAMADVIATI ELAKKVKAAQPKLFDYFFNTMRHKRKLNTDEL IDIVNMQTPLMHVSGMLGRECRHQY
NTDB id 239726 CG015 RS08750 WP 129532568.1 SFKLEHLSVANGIEHANAHDAMADVIATIELAKKVKAAQPKLFDYFFNMRHKRKLNDLIDIVNMTPLMHVSGMLGRECQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! *!!!!!! !!!!!!!!!!!!!**!

logo TSWIVP IAWHPTNQNAVIVVDLAGKDNPQPL ILDELDSASEETLHQAQRLYTKRRYEDELAEPDELPVP I
VKLVHLNKCP I LAPAKTLTAENADQ

NTDB id 239726 CG015 RS08750 WP 129532568.1 TSWIVPIAWHPTNQNAVIVVDLAKNPQPLIDLSSEELHQRLYTKREELAEDELPVPIKLVHLNKCPILAPAKTLTAENAD 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!!!!!!!!!!!!!!!!!*! !!!!**! ! !* !!!!* !*!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo

H
KIG I

VDRENLQCLAEHLANLVIKRQHYPE IREKL IVGTLVFYSTI
QEREFYKNHQEGDSDVDSTQLYADGFFSPADKRAAME I IRQTATADPEVNLAGASLADIRSFVASDK

NTDB id 239726 CG015 RS08750 WP 129532568.1 HIGVDRNLCLEHLALIKQYPEIREKLIGLYTIEREYKHGDDVDTQLYDGFFSPADKAAMEIIRQADPVNLAALDISFSDK 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus *!!*!! !! !! *!*!*!!!!!!!* *** !!!* * !!!*!!! !!!!!!!*!!!!!!! ! !!* ! ! !!

logo R I EPLLFRYRARHYPHLTLSTDETEQRRWAATHCRDYFERSHNLEEGYMLNLENLVHETHQSASDEPKKMAI LKSVYHRYVEDKI
LACS

NTDB id 239726 CG015 RS08750 WP 129532568.1 RIEPLLFRYRARHYPLTLSDEEQRRWATHCRDYFESHLEEYMLNLENLVHTHSSDEKKMAILKSVYRYVEDIAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!!!!!!!*!!*! !!!!!! !!!!!!! *!! !!!!!!!!!! ! !*!!!!!!!!!!*!!! *!*

X non conserved

X similar

X ≥ 50% conserved


