
logo MS IVSNATVTKVEEFDEDFEQDEEAI LMDESVI
LETVDAEELTSTDTEKESLQSVADDVDEGVAQI

SEDAVKREEGFDASATKSLDATQMYLSE IGFSPLLTAEQEEVLY
NTDB id 239709 CG015 RS03415 WP 017046716.1 MSISNAVTKVEEFEDQE.IMDSIEVDEELTTTKSQSDDDVQIEDAKEGFDASTKSLDATQMYLSEIGFSPLLTAQEEVLY 79
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLY 80
consensus !!*!! !!!!!!!* ** ** *! ! !!!* * !! *! !!!! !!!!!!!!!!!!!!!!!!!!! !!!!!

logo ARRASLRGDEAARKRMIESNLRLVVKI SRRYGSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALM
NTDB id 239709 CG015 RS03415 WP 017046716.1 ARRSLRGDEAARKRMIESNLRLVVKISRRYGNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 159
NTDB id 1183 GTF74 RS11590 WP 000116737.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 160
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NQTRTIRLP IHVVKELNIYLRTARELSQKRLDHEPTAPEE IAFLEQLDKRPVDEDVSTKMLRLNER I SSVDTP IGGDGDKALLDI ILP
NTDB id 239709 CG015 RS03415 WP 017046716.1 NQTRTIRLPIHVVKELNIYLRTARELSQKLDHEPTAEEIAFQLDKPVEDVSKMLRLNERISSVDTPIGGDGDKALLDIIP 239
NTDB id 1183 GTF74 RS11590 WP 000116737.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!! !!*!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo DSTHNNASDPEFI STQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INLTRERVRQIQVEGLRRLRE I LVK
NTDB id 239709 CG015 RS03415 WP 017046716.1 DTNNSDPEISTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 319
NTDB id 1183 GTF74 RS11590 WP 000116737.1 DSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 320
consensus !**! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGLNMEALFNVEYDN
NTDB id 239709 CG015 RS03415 WP 017046716.1 QGLNMEALFNVEYD. 333
NTDB id 1183 GTF74 RS11590 WP 000116737.1 QGLNMEALFNVEYDN 335
consensus !!!!!!!!!!!!!!*
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