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TELTGFKRYS I LASGSSTGNSFYLETPEQKKR I L IVDAGLSGKKI STQSLLMAE IDRDKPVDSDLVDAI LVTHEHKDHIHGVGVLARKYGLMDI

VYAN
NTDB id 23967 STR RS05455 WP 011681204.1 MTSELGFKYSILASGSTGNSFYLETPEKKILVDAGLSGKKITSLLAEIDRDPSDLDAILVTHEHKDHIHGVGVLARKYGMDIYAN 85
NTDB id 383 SMU RS06875 WP 002262928.1 .MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYAN 84
consensus * *! !!*!!!!!!!!*!!!!!!!!! !*!!*!!!!!!!!!* !*!!!!! * !*!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!
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LTFGDIDI ESFGVSHDAAIDQPQFYRFLMKDGKSFVI
MLTDTGYVSDRMADGL I ENADGYL

NTDB id 23967 STR RS05455 WP 011681204.1 EKTWQIMDSKNMLGKVDNSQKHIFSRGKLLTFGDIDIESFGVSHDAIDPQFYRFMKDGKSFVMLTDTGYVSDRMAGLIENADGYL 170
NTDB id 383 SMU RS06875 WP 002262928.1 AATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYL 167
consensus !!! !!** !*!!*! !!!!!! !! *!!!!!!!!!!!!!!!! !!!!! !!!!!!!!*!!!!!!!!!!!! !!!!!!!!!

logo I ESNHDI E I LRASGI
SYPWSLTKQRI LSDKQGHLCSNDEDGADEATMI

VRTI
LGNKTKKIYLGHLSKENNI

VKELAHYMTMEKNAQLAMQRADFLAGVDGHTDFK
NTDB id 23967 STR RS05455 WP 011681204.1 IESNHDIEILRAGSYPWSTKQRILSDQGHLCNEDGADAMIRTIGNKTKKIYLGHLSKENNIKELAYMTMENQLARADFGVGTDFK 255
NTDB id 383 SMU RS06875 WP 002262928.1 IESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFK 252
consensus !!!!!!!!!!! ! !!!! !!!!!!! !!!*!*!!!* !*!!*!!!!!!!!!!!!!!!!!*!!!!*!!! ! ! !! *! *!!!

logo I FYDGTSPDTALTPLATDKI
NTDB id 23967 STR RS05455 WP 011681204.1 IFGTSPDTATPLTDI 270
NTDB id 383 SMU RS06875 WP 002262928.1 IYDTSPDTALPLAKI 267
consensus !* !!!!!! !! !
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