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NTDB id 239668 CGC65 RS12425 WP 002573498.1 MAKARTTAFFCKECGYESSKWMGQCPACKAWNSMVEEPVSKPSGSQGGLGRLASGSQKSPVPAARPSLLSEIDIEEQDRI 80
NTDB id 125 BSU 00870 NP 387968.1 .MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRA......AFSHSVQTVQKPSPITSIETSEEPRV 73
NTDB id 509 SM12261 RS00130 WP 078228442.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV......SLTGE...KTKPMKLAEVTSINVNRT 70
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV......SLTGE...KTKPMKLAEVTSINVNRT 70
NTDB id 279 KZH43 RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV......SLTGE...KTKPMKLAEVTSINVNRT 70
NTDB id 238 SPD RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV......SLTGE...KTKPMKLAEVTSINVNRT 70
NTDB id 204 SPR RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV......SLTGE...KTKPMKLAEVTSINVNRT 70
NTDB id 169 SP RS00155 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV......SLTGE...KTKPMKLAEVTSINVNRT 70
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NTDB id 239668 CGC65 RS12425 WP 002573498.1 STGFGELDRVLGDGIVAGSLVLVGGDPGIGKSTLLLQVCRNLAGAGQRVLYISGEESLKQIKMRANRIGPVTGELKFLCE 160
NTDB id 125 BSU 00870 NP 387968.1 KTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSE 153
NTDB id 509 SM12261 RS00130 WP 078228442.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAE 149
NTDB id 537 SMSK321 RS07120 WP 080550752.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAE 149
NTDB id 279 KZH43 RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAE 149
NTDB id 238 SPD RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAE 149
NTDB id 204 SPR RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAE 149
NTDB id 169 SP RS00155 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAE 149
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NTDB id 239668 CGC65 RS12425 WP 002573498.1 TSLEHIERAIDTENPQIAVIDSIQTMYREEISSAPGSVSQVRESTGILMQIAKSRGIAIFVVGHVTKEGVVAGPRVLEHM 240
NTDB id 125 BSU 00870 NP 387968.1 TDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHM 233
NTDB id 509 SM12261 RS00130 WP 078228442.1 TNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM 229
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM 229
NTDB id 279 KZH43 RS00140 WP 074017595.1 TNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM 229
NTDB id 238 SPD RS00140 WP 074017595.1 TNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM 229
NTDB id 204 SPR RS00140 WP 074017595.1 TNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM 229
NTDB id 169 SP RS00155 WP 074017595.1 TNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM 229
consensus !*************!*****!!!!!*****!****!!!!!!!!*!**!!**!!***!*!!*!!!!!!!!**!!!!*!!!!

logo VDTVLYFEGDERNHAHSTYFR I LRSAVKNRFGSTNEMIGVI FEMRQESEQGGLATVEVELNPSEQI
Y
V
M
FLDEGERPSLAEDEGSAASTGASVSVI STVACVSTFMEGTRP I LLVAE I

VQA
NTDB id 239668 CGC65 RS12425 WP 002573498.1 VDTVLYFEGDRNASYRILRSVKNRFGSTNEIGVFEMQEQGLAEVENPSEYMLDGRPEEASGAVVSCSFEGTRPILLEVQA 320
NTDB id 125 BSU 00870 NP 387968.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQA 313
NTDB id 509 SM12261 RS00130 WP 078228442.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQA 309
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQA 309
NTDB id 279 KZH43 RS00140 WP 074017595.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQA 309
NTDB id 238 SPD RS00140 WP 074017595.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQA 309
NTDB id 204 SPR RS00140 WP 074017595.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQA 309
NTDB id 169 SP RS00155 WP 074017595.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQA 309
consensus !!!!!!!!!*!****!!!!*!!!!!!!!!!*!*!!!***!!*!!*!!!***!**!*****!*******!!!!!!!*!*!!
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NTDB id 239668 CGC65 RS12425 WP 002573498.1 LVTETNFGMPRRTAAGTDYNRVNLLMAVLEKRCRYEMSRLDAYVNIAGGMKMNEPALDLAIIMALMSSYKDRPVDPKMLI 400
NTDB id 125 BSU 00870 NP 387968.1 LISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCF 393
NTDB id 509 SM12261 RS00130 WP 078228442.1 LVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECF 389
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECF 389
NTDB id 279 KZH43 RS00140 WP 074017595.1 LVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECF 389
NTDB id 238 SPD RS00140 WP 074017595.1 LVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECF 389
NTDB id 204 SPR RS00140 WP 074017595.1 LVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECF 389
NTDB id 169 SP RS00155 WP 074017595.1 LVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECF 389
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NTDB id 239668 CGC65 RS12425 WP 002573498.1 FGEVGLSGEVRAVSQASQRVNEAAKLGFTACVLPSVCADKMKPVEGIRLIGVSNVREAIGIM... 462
NTDB id 125 BSU 00870 NP 387968.1 IGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 VGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 VGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 VGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 VGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 VGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
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