
logo MS
TDNQARSTHQI

LEEKYTWDLSTTI FYAHSTDAEDWESTDEFYEQSTVSVKQDELVEKAKAKSASFYAGHLLDSASKQNQLLEGAITELVEYLMNSLAMRRI
LEKI

LYVYAHSMKND
NTDB id 239387 CGZ53 RS06225 WP 046388171.1 MTDQASQIEEKYTWDLSTIYHSDEDWESDFEQVSKEVEAAKSFAGHLLDSSQQLLEITEVELNLARRIEKLYVYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !*!* ***!!!!!!!!*!!***! !!!***! ** ! *!!!!!!! *!! !!* * ! !!*!!*!!!!*!!!!

logo QDTRTVGSKLYQAEYQYAKASGNLYASLQFLSEAVFASFYFYEPEFLMATI
L
D
S
D
E
E
K
E
KLAEFFKEKEQEEPGLEGLYDRHFYFERLLAKNKDSHVLSQELAEEELLAAGA

NTDB id 239387 CGZ53 RS06225 WP 046388171.1 QDTRVSKYQAYYAKASGLYALFSEVFSFYEPELMTISEEELAEFFKEEEGLELYRHFFERLLKNKSHVLSQLEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! ! !! ! !!!! !! !! ! **!!! ! * * !!!! !*!! !! !*!!!!! !! !!!!! !!!!!*!

logo

G
Q
D
E I FNGAPETDETFNSVLDNADI LFPVWI

V
R
SDEGNQGHDQEVVE I

LTHGNF IHTLMESKDNRDNI
VRKQGSAYEALMYGSTYEQQFQHTYAKQTLQGTNVVKVHQ

NTDB id 239387 CGZ53 RS06225 WP 046388171.1 QEIFNGAEETFSVLDNADILFPVIRDENHQEVEITHGNFIHLMESKNRNVRQSAYEALYSTYQQFQHTYAKTLQTNVKVQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!!!!* *!! !!!!!!!!!! * ! ** !!*!!!!!!*!!!!! ! *! !!!!*! !! !!!!!!! !!! !!!*

logo NYKQAKRVHRHYDNSARHQAALMASANF IPEKSVYDSTL ILEESVNKNHLPLLHRYLDKLRKQEKVLGLDESLKMYDVYTPLSEMTETMTATLSTYDEEASLEK
NTDB id 239387 CGZ53 RS06225 WP 046388171.1 NYKARVHHYDSARQAAMSANFIPEKVYDTLIEEVNNHLPLLHRYLKLRQEVLGLDSLKMYDVYTPLSEMTMTLSYDEALE 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !*!*!! !!!*!!* !!!!!! !!!*!*! !! !!!!!!!!! !! !!!!! !!!!!!!!!!!! !*!*! !

logo KAEEKVLAKI FGETEYSDKGIVHAQAFTERWIDVHQPVKNKGKRSGAYSGGASYDTNAFMLLNWQDNTLDNLFTL IVHETGHSLHSATFLTRKQTY
NTDB id 239387 CGZ53 RS06225 WP 046388171.1 KAEKVLKIFGTEYSDIVHQAFTERWIDVQVKKGKRSGAYSGGSYDTNAFMLLNWQDNLDNLFTLIHETGHSLHSALTRKY 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!! !! !!! !!! !! !!!!!!!!!** !!!!!!!!!!! !!!!!!!!!!!!! !!!!!!!*!!!!!!!!! !!

logo QPYVYGDYPS I FLAE IASTTNENI LTEATLLKNDEVEKDDEKQTRFATI LNHYLDGFKRGTI
VFRQTQFAEFEHAI

VHELADAQNSGEQI
VLTASDFY

NTDB id 239387 CGZ53 RS06225 WP 046388171.1 QPYVYGDYSIFLAEIASTTNENILTEALLNDVEDEKQRFTILNHYLDGFRGTIFRQTQFAEFEHAVHLADQNGEVLTSDY 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !! *! !*! !! !!!!!!!!!*!!*!!!!!!!!!!!!*! !! ! *!! !*

logo

L
MNHKLYADLNEKYYNLKPAKEDENSYEF IQFYEWAER IPHFYMYNYYVYQYATGFAAANSYLAEHKQI

VVHGSTDEEDKEANYLNTYLKASGNSSDYPL
NTDB id 239387 CGZ53 RS06225 WP 046388171.1 LNHLYADLNEKYYNLPKEENSFIQYEWARIPHFYYNYYVYQYATGFAAANYLAHQVVHGSDEDKENYLNYLKSGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *!*!!!!!!!!!!!!* !*! !!*!! !!!!!! !!!!!!!!!!!!!! !!!* *!!!**!!!! !! !!! ! !!!!!



logo

E
NVIKKAGVDMTDNGTDTYLDKAAFKVFEADRLNVELEAELVEKGVHLKSA

NTDB id 239387 CGZ53 RS06225 WP 046388171.1 NVIKKAGVDMTDGTYLKAAFKVFEARLNELEELVEKGVHLKA 602
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS. 601
consensus !!!!!!!!!! !! !!!!!!! !! !!! !!!!!!!! *
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