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NTDB id 407 SMU RS04605 WP 002262865.1 ...MDNFQLFKLKKA....GLTNL.........NILNIIDYEERTQKS..LSLRDMAVVSKNKKPLIFMEHYKNLDSKAL 62
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NTDB id 497 SM12261 RS05565 WP 000705318.1 .MKITNYEIYKLKKS....GLTNQ.........QVLAVLEYGENVDQE..LLLGDIAEISGCRNPAVFMERYFQIDDAHL 64
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