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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ..MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNT 78
NTDB id 239292 VITFI RS15455 WP 089417741.1 MTDISRADAILVVDDEPDLLTLYELTLLREGYTVETAGSVQEAWRQLQTRRFKLVITDMRLPDESGMVLLRRLEEAGRAE 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ....MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQT 76
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHD....TTENALENKLLIGRSLPIQQLRIAI 154
NTDB id 239292 VITFI RS15455 WP 089417741.1 RVIVVTAYGSAENAVSALKAGAFDYLTKPVDLRQLRGVVSAAMGRKSGQTPAPAATAVRSIALDRLVGASQAMCQVRSLV 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA.......EEAPVDNRLLGESPPMRALRNQI 149
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 KKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGG 234
NTDB id 239292 VITFI RS15455 WP 089417741.1 QKVARSMAPVLVHGESGTGKELVARAIHEVSVRATLPFIAVNCGAIPENLLEAEFFGYRRGAFTGAQEDREGFFQAANHG 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGG 229
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRER 314
NTDB id 239292 VITFI RS15455 WP 089417741.1 TLFLDEIGDLPLTMQAKLLRVIQERAVRPVGAVMEMPLNVRIVSATHRDLAVEVAAGRFRQDLFYRLNVIAITVPALRER 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRER 309
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GEDVLLLANHFIQKICMEWETPPK.QLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISN. 392
NTDB id 239292 VITFI RS15455 WP 089417741.1 RDDVPLLAAALLARLAQEAGLGMVPALSPPAQEALKAYDFPGNVRELENMLMRAMALGDHAVIEVADLGLDEAEPGAAEL 400
NTDB id 1473 PAKAF RS24000 WP 003094694.1 REDIPLLAERILKRLAGDTGLPAA.RLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPG.ASQ. 386
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ...PFASAAQS..........IQTTVAAP..........QAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKL 449
NTDB id 239292 VITFI RS15455 WP 089417741.1 PLDPLSTPQAGLWVLPPEEDVVARLIASPPVPAAAEPAFATRADSLPCNLERYLDDVERGILVRALQEHGFNRTAAGQRL 480
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........E.............................GAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRL 428
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GMTFRSLRYRLKKFGLDTETEQEV.... 473
NTDB id 239292 VITFI RS15455 WP 089417741.1 GLTLRQMRYRMARLGITADDCVDDTHDL 508
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GLTFRSMRYRLKKLGID........... 445
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