
logo MKKCLGRTYLLVLVLFLLVASAI IVGI LVACASSGQKKSDSSDTSTSGSQSKLKNVVATNS I IADITKNIAGDKIDNLHS IVP I
VGQDPHEYEPLPEDVKKTSEKADL

NTDB id 23903 SGO RS08840 WP 012130837.1 MKKCRYLVLLLVAIVGLVACSSQKSSSDSSSSKLNVVATNSIIADITKNIAGDKINLHSIVPVGQDPHEYEPLPEDVKKTSKADL 85
NTDB id 439 SPR RS07420 WP 000733056.1 MKKLGTLLVLFLSAIILVACASGKKD.TTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEADL 84
consensus !!!* !**! * * !!!! ! ! * *! !! !!!!!!!!!!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!! !!!

logo I FYNGINLETGGNAWFTKLVENAKQKKTENKDYFYAVSDEGVDVIYLEGQNEKGKEDPHAWLNLENGI I FYAKQNIAKQRL ISAEKDPDNNKETFTY
NTDB id 23903 SGO RS08840 WP 012130837.1 IFYNGINLETGGNAWFTKLVENAQKKENKDYYAVSEGVDVIYLEGQNEKGKEDPHAWLNLENGIIYAQNIAKRLIEKDPDNKTTY 170
NTDB id 439 SPR RS07420 WP 000733056.1 IFYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFY 169
consensus !!!!!!!!!!!!!!!!!!!!!!! ! !!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! ! !!! !! !

logo EKNLKAEYTVDEKLDTAKLDKEASKDEKFNKNIPAEEKKLMIVTSEGACFKYFSKAYGNVPSAYIWE INTEEEGTPDEQIKSTLVEKLRKQTKVPSLFVE
NTDB id 23903 SGO RS08840 WP 012130837.1 EKNLKAYVEKLTALDKEAKEKFNNIPEEKKMIVTSEGCFKYFSKAYNVPSAYIWEINTEEEGTPDQIKSLVEKLRKTKVPSLFVE 255
NTDB id 439 SPR RS07420 WP 000733056.1 EKNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVE 254
consensus !!!!! ! *!! !!!! !*!!! !! !!!*!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!*!!!*!!!!!! !!!!!!!!!

logo SSVDDRPMKTVSKQDTNIP IYAKQI FTDS IAEKQGEKDEGDSYYSMMKYNLDKIASEGLAK
NTDB id 23903 SGO RS08840 WP 012130837.1 SSVDDRPMKTVSKDTNIPIYAKIFTDSIAEKGEDGDSYYSMMKYNLDKISEGLAK 310
NTDB id 439 SPR RS07420 WP 000733056.1 SSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!!!!!!!!!! !!!!!!!! !!!!!!!! ! *!!!!!!!!!!!!!!! !!!!!
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