
logo MNSKNHFSTLSKNSHINTPYFKFYLKI
K
G
T
W
L
V
F
I
L

Q
P
V
L
F
L
I
L
VVLI FLVALVITGSFLIFLGSGFVAAFLAGFTSWIFGVSFTI LSNTYTQFLSNTTWQI

P
K
H
T
S
G
T
S
A
E
N
T
V
K
Q
S
T
N
E
S
T
N
F
N
T

I
N
S
I
N
Q
S
N
G
K
N
K
P
T
N
A
T
S
K
T
V
T
I
V
S
T
K
N
T
Q
V
T
I
S
T
AYDKTNKSTESTNNSTTEKQAVDKNNVKI

V
Q
KNDTAVVSVLINT

NTDB id 425 SGO RS10525 WP 012131081.1 MKNSS.NFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNN.QKTATTVTTSYKNSNSTTEAVDKVKDAVVSVIT 78
NTDB id 539 SM12261 RS09395 WP 000681587.1 MKHLK.TFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 256 KZH43 RS10270 WP 000681597.1 MKHLK.TFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 215 SPD RS10945 WP 000681597.1 MKHLK.TFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 181 SPR RS10425 WP 000681597.1 MKHLK.TFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 145 SP RS11450 WP 000681597.1 MKHLK.TFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 239021 QMA0248 RS10270 WP 003100537.1 MSHFKNIYKLIWVL.....LAGFLGGFFAFIVINTFNQKTSTQETIISNPTKTSKVTYKNTTNTTKAVKVIQNAVVSVLN 75
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGV...ISTLTFNWITGNKSFSNNGKTTVSNVIYDTKSNTTKAVKNVKNTVVSVIN 77
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NTDB id 425 SGO RS10525 WP 012131081.1 YSESNSDA......IFD..NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDT 150
NTDB id 539 SM12261 RS09395 WP 000681587.1 YSANRQNS......VFG..NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 256 KZH43 RS10270 WP 000681597.1 YSANRQNS......VFG..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 215 SPD RS10945 WP 000681597.1 YSANRQNS......VFG..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 181 SPR RS10425 WP 000681597.1 YSANRQNS......VFG..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 145 SP RS11450 WP 000681597.1 YSANRQNS......VFG..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 239021 QMA0248 RS10270 WP 003100537.1 YQAVDTNTSNPASQLFGQENDLKKDDGLALFSEGSGVIYKKDDKSAYLVTNNHVIDGAKRIEILLADGSKVVGKLVGSDT 155
NTDB id 381 SMU RS09890 WP 002262650.1 YQKTDNSYYNYD...SGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDT 154
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NTDB id 425 SGO RS10525 WP 012131081.1 YSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAI 230
NTDB id 539 SM12261 RS09395 WP 000681587.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 256 KZH43 RS10270 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 215 SPD RS10945 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 181 SPR RS10425 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 145 SP RS11450 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 239021 QMA0248 RS10270 WP 003100537.1 YSDLAVVKISADKIKSIGEFADSTKINVGEVAIAIGSPLGSEYANSVTEGIVSSLSRTVTLKNEEGQTVSTNALQTDAAI 235
NTDB id 381 SMU RS09890 WP 002262650.1 YSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAI 234
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NTDB id 425 SGO RS10525 WP 012131081.1 NPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSS 308
NTDB id 539 SM12261 RS09395 WP 000681587.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSD 305
NTDB id 256 KZH43 RS10270 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 215 SPD RS10945 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 181 SPR RS10425 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 145 SP RS11450 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 239021 QMA0248 RS10270 WP 003100537.1 NPGNSGGPLINIEGQIIGINSSKISSGS...NGGAVEGMGFAIPSNDVLKIINQLEGKGEVIRPALGISMVNLGDLSTNA 312
NTDB id 381 SMU RS09890 WP 002262650.1 NPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSG 314
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NTDB id 425 SGO RS10525 WP 012131081.1 SDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLT 388
NTDB id 539 SM12261 RS09395 WP 000681587.1 IRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLD 385
NTDB id 256 KZH43 RS10270 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 215 SPD RS10945 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 181 SPR RS10425 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 145 SP RS11450 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 239021 QMA0248 RS10270 WP 003100537.1 ISQLKIPKDLTGGIVVASVKEGMPASGKLEQYDIITEINGKAVTTTSDLQSELYGHNIDDSIKITFYRGKDKKTDTIKLT 392
NTDB id 381 SMU RS09890 WP 002262650.1 RDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLT 394
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logo KTSTSDKQGDLNSEHKSE
NTDB id 425 SGO RS10525 WP 012131081.1 KSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 KSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 KSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 KSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 KSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 KSSGDLES. 393
NTDB id 239021 QMA0248 RS10270 WP 003100537.1 KTTKDLEK. 400
NTDB id 381 SMU RS09890 WP 002262650.1 KTSQDLNH. 402
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