
logo MLKI
LEHKLVTGGYLANIPVLKDVSTFSEVEADGQELVGL IGLNGAGKSTTINE I IGLLKTPYQGGKQI SA IDGLTLIDQEQNDMPAESYRKQKIGFYIP

NTDB id 239009 QMA0248 RS08005 WP 003101905.1 MLKIEHLTGGYLNIPVLKDVSFSVEDGQLVGLIGLNGAGKSTTINEIIGLLKPYQGKISIDGLTLDENMAEYRKKIGFIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!!*!**!!!!*!!!!!!!!*!*!*!!*!!!!!!!!!!!!!!!!!!!!!!!*!!*!*!*!!!!!*****!*!!*!!!*!!

logo ETPSLYEELTLSREHLETI
V
A
LMAYDGI

LDVKTLEAGMAEVRAKDPKLYLEKSLYFRLTDDEKLDWYFPVTNQFSKGMKQKVMI ICAF I IVDNPSLF I LVDEPF
NTDB id 239009 QMA0248 RS08005 WP 003101905.1 ETPSLYEELTLSEHLETIAMAYDIDVKLAMERAKPLLESYRLTDKLDWYPVNFSKGMKQKVMIICAFIIDPSLFILDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!*!!!!!**!!!**!!***! !!***!***!!**!!!!*!**!!!!!!!!!!!!!!!!**!!!!!*!!!!

logo LGLDPLAI SDL I SEYLLEASEEKVANKGKAS I LMSTHVLDSAEKMCDRFVI LHQHGQI
V
R
LAQGTI

L
D
EELRQETFAGQDDSTGSASLNDIYLMAQLTRKEG

NTDB id 239009 QMA0248 RS08005 WP 003101905.1 LGLDPLAISDLISYLESEKVKGKSILMSTHVLDSAEKMCDRFVILHQGQVRAQGTLEELRQEFAQTGASLNDIYLALTRE 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
consensus !!!!!!!!!!!!**!**!!**!!*!!!!!!!!!!!!!!!!!!!!!!*!!**!!!!**!!!!*!****!!!!!!!**!!**

logo

V
ELS

NTDB id 239009 QMA0248 RS08005 WP 003101905.1 V.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
consensus ***

X non conserved

X similar

X ≥ 50% conserved


