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MASIDKSKFQFVKRDDFASETIDAPNYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR

MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR
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YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATF NVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIYV|
YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATF NVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIV

N

LTYS GAGEFWN|RIFA|RY TGWIGIAYEY R Q |BRYRDLEYNLAS[NWLGTPTIKIVE§KN |BPQLVSVIV M|YS|SLLP IS
LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRTLGTPTAKIV KNIMPQLVSVIVTMASQLLPGFIS

LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFIS

MHSSE LT LTS SIS

BEAFLS FGLGLP 308
YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHReIE
YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQONLADASDPRTHRjelots
YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
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