logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1127 NGFG RS10560 WP 003703428.1
1126 NGFG RS09375 WP 003703428.1
1125 NGFG RS07215 WP 003703428.1
1108 NGFG RS06525 WP 003703428.1
1272 LPP RS04360 WP 010946546.1
1249 GCO85 RS04230 WP 010946546.1
23880 PBPR RS13395 WP 011219290.1
1159 ABDM36 RS04765 WP 001166105.1
1150 A1552VC RS08580 WP 001166105.1
1395 DSB67 RS04445 WP 010649155.1
1294 VP RS04495 WP 021449594 .1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1127 NGFG RS10560 WP 003703428.1
1126 NGFG RS09375 WP 003703428.1
1125 NGFG RS07215 WP 003703428.1
1108 NGFG RS06525 WP 003703428.1
1272 LPP RS04360 WP 010946546.1
1249 GCO85 RS04230 WP 010946546.1
23880 PBPR RS13395 WP 011219290.1
1159 ABDM36 RS04765 WP 001166105.1
1150 A1552VC RS08580 WP 001166105.1
1395 DSB67 RS04445 WP 010649155.1
1294 VP RS04495 WP 021449594 .1

consensus

srecATVRELLIRAIVAR: CLLRATR o L e aF e nad §§§€L¢§|§VNLN£A%é§EL

MSRGGATPYRFLLIRHIVARCGLLFATBYGK THKIS WFSCARRILE. ... ...
MSRGGATPYRFLLIRHIVARCGLLFATEBYGK THKISE LI\ Sill A J
MSRGGATPYRFLLIRHIVARCGLLFATBYGK THKIS LIS\ Sill A JE
.. PIgESQAENEPQKTPAKQVL
. ..l . PIEISQAENEPQKTPAKQVL
............................ ) Ly

MSRGGATPYRFLLIRHIVARCGLLFATENGK THMKIGBINL |6 FSCAL .................

...... SQAA. .NEYEG

......................... MQ@Y. TK| PTEPLLANMEETAPAA. .QVEEG
......................... MQ@Y . TK| PTEPLLANEEETAPAA. .QVEEG
................................. IRTMAPMBIWEIE . TKTKA . .DKYEG
................................. VEAPLEJLEA . .DTKA. .DKYEG

* % sk ok ok ok ok %k ok % ok *  kk ok

el gl

EAVRMER b e omevt ok

DIQASMGAPAPKGPAKPVLPAVKK
DIJASMGAPAPKGPAKPVLPAVKK
DIQASMGAPAPKGPAKPVLPAVKK
DIJASMGAPAPKGPAKPVLPAVKK

e

1kl

K Dskok D1 sokokok |kokokok

X non conserved
B similar
i >50% conserved




