
logo MHYLKRNGKAGVKSVFTLSTLTASCLLMAFNSYAAVDCATPLEAVWDSSKVYNGGDQVQHEGNNSAYKARYWTQNNNPAQASGEQWGEWE
NTDB id 23878 VIBHAR RS22665 WP 012129486.1 MYLRNGKAGKSVFTLSTLTASCLMAFNSYAAVDCTPLEAWDSSKVYNGGDQVQHENSAYKARYWTQNNNPAQSGEWGEWE 80
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQAGQWGEWE 80
consensus !*!*!!!! !!!!!!!!!!!!!!*!!!!!!!!!! !!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! ! !!!!!

logo

N
SLGACDGTGPVDPPLQNE I

VPTVSTLTASPSASAS ITATGDEVVNLAADAADTDGTI
VSKVEFFVDGALVGRQTSTASAPF ITASWTATEG

NTDB id 23878 VIBHAR RS22665 WP 012129486.1 NLGACDG.GPVDPPLNEVPTVSLTSPSASASITTGDVVNLAADAADTDGTVSKVEFFVDGALVRTSTAAPFTASWTATEG 159
NTDB id 1300 VP RS19160 WP 005479129.1 SLGACDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEG 160
consensus !!!!!!*!!!!!! !!*!!!*!! !!!!!!!! !*!!!!!!!!!!!!!!*!!!!!!!!!!!! !! !!! !!!!!!!!

logo VHEFSTKASYDDAKGNAAVSTAVSASVTLTI
VAASGVQPGNEAPTVDGAVALSATS IVELGGTVTLVSTANTAADADGSTI

VAKVDEFFYAVAGALAIGTA
NTDB id 23878 VIBHAR RS22665 WP 012129486.1 VHEFSTKAYDDKNAASTVSAVTLTVAAGQPGNEAPTVGAALSATSVELGGTVTVSATAADADGTVAKVEFFAAGALIGTA 239
NTDB id 1300 VP RS19160 WP 005479129.1 VHEFSTKSYDDAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTA 240
consensus !!!!!!! !!! ! !! ! !!!!*! !!!!!!!!! !!!!!!*!!!!!!!**! !!!!!!**!!!*!* !!!! !!!

logo TAAPYATLVDFVTPASAKAGASLVAS IVYAKATDDNAVGASTTDSAS ILAVSTLSTVNGGAVATSNCRPDGLYQTATGVDVPYCSTIYDEKDEGREKLMGADH
NTDB id 23878 VIBHAR RS22665 WP 012129486.1 TAAPYAVDFTPAAAGSVSIYAKATDDVGATTDSSLVSLSVNGGAVTSNCRPDGLYQTAGVDVPYCTIYDKDGRELMGADH 319
NTDB id 1300 VP RS19160 WP 005479129.1 TAAPYTLDVTPSKAGALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADH 320
consensus !!!!! *! !! !! * *!!!!!! !!*!!! * *!*!!!!!! !!!!!!!!!!! !!!!!!!*!!! *!!! !!!!!

logo PRRVIGYFTSWRASGDDPQASATYLVKDIPWDEQLTHINYAFVS IGSDGKVNVGDVNTDPNTNAPATGKTWPGVEVDPATLGFKGHFG
NTDB id 23878 VIBHAR RS22665 WP 012129486.1 PRRVIGYFTSWRSGDDPQAAYLVKDIPWDQLTHINYAFVSIGSDGKVNVGDVTDPTNPATGKTWPGVEVDPALGFKGHFG 399
NTDB id 1300 VP RS19160 WP 005479129.1 PRRVIGYFTSWRAGDDPQSTYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFG 400
consensus !!!!!!!!!!!! !!!!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !! !*!!!!!!!!!!!!! !!!!!!!!

logo ALATYKQKHDVKTL I S IGGWAETGGHFDGADNGDNRVADGGFYTMTTNADGS INHAGI EKFAATSAVEMMRKTYKFDGLDIDYEY
NTDB id 23878 VIBHAR RS22665 WP 012129486.1 ALATYKQKHDVKTLISIGGWAETGGHFGADGNRVADGGFYTMTTNADGSINHAGIEKFATSAVEMMRTYKFDGLDIDYEY 479
NTDB id 1300 VP RS19160 WP 005479129.1 ALATYKQKHDVKTLISIGGWAETGGHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEY 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!

logo PTSMACGAGNPYDKDFMEPRRPQYLWASYQELMKVLREKLDAASAQDGI
THYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIM

NTDB id 23878 VIBHAR RS22665 WP 012129486.1 PTSMACAGNPYDKDFMEPRRPYLWASYQELMKVLREKLDAASAQDGIHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIM 559
NTDB id 1300 VP RS19160 WP 005479129.1 PTSMAGAGNPYDKDFMEPRRQYLWASYQELMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIM 560
consensus !!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo

S
TYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYDGTAAYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTGGDE

NTDB id 23878 VIBHAR RS22665 WP 012129486.1 TYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYDTAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGE 639
NTDB id 1300 VP RS19160 WP 005479129.1 SYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGTAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGD 640
consensus *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo NGLWGRAALPNQASECAQPGTGEGEKNNCGHNGAIG IDNMWHDLTDPKQGNREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVND
NTDB id 23878 VIBHAR RS22665 WP 012129486.1 NGLWGRAALPNQSECAPGTGEGEKNNCGHGAIGIDNMWHDTDPKGNEMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVND 719
NTDB id 1300 VP RS19160 WP 005479129.1 NGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWHDLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVND 720
consensus !!!!!!!!!!!! !! !!!!!!!!!!!!*!!!!!!!!!!! !! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PSDKFLVGSTYTRNYDDSVAVAPWLWNAEKGSVFLSTEDKAS IVEVKADYVIDKE IGGIMFWELAGDYNCYVLDANGNRTATIDAT
NTDB id 23878 VIBHAR RS22665 WP 012129486.1 PSDKFVGSYTRNYDDVAVAPWLWNAEKSVFLSTEDKASVEVKADYVIDKEIGGIMFWELAGDYNCYVLDANGNRTTIDAT 799
NTDB id 1300 VP RS19160 WP 005479129.1 PSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKADYVIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDAT 800
consensus !!!! !!*!!!!!! !!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo EQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKI
V
A
VTGAP I

TPTEAVDIATVSVGGFKVGDQNYP INPKITFTNNTGQAIPGG
NTDB id 23878 VIBHAR RS22665 WP 012129486.1 EQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKIVTGAIPTEAVDIAVSVGGFKVGDQNYPINPKITFTNNTGQAIPGG 879
NTDB id 1300 VP RS19160 WP 005479129.1 EQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVSVGGFKVGDQNYPINPKITFTNNTGQAIPGG 880
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!* !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TEFQFDIPVSAPDNAKDQSGGGLKSVIASGHTRANNIGGLDGVMHRVSFSLPAWKDLPAGGTYELDMVYYLP I SGPANYSTV
NTDB id 23878 VIBHAR RS22665 WP 012129486.1 TEFQFDIPVSAPDNAKDQSGGGLSVIASGHTRANNIGGLDGVMHRVSFSLPAWKDLPAGGTYELDMVYYLPISGPANYTV 959
NTDB id 1300 VP RS19160 WP 005479129.1 TEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKDLPAGGTYELDMVYYLPISGPANYSV 960
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo I SGGKEFAFKFEQPDLP IGDLNASGTGGGGGTTEPGSTCDTATGLVTYPDNFLPQTDWAQGNPSHANQGDKVIHNGVVYQANWWTAS
NTDB id 23878 VIBHAR RS22665 WP 012129486.1 ISGGKEFAFKFEQPDLPIGDLNSGTGGGGGTEPGTCDTTGLVTYPDFPQTDWQGNPSHANQGDKVIHNGVVYQANWWTAS 1039
NTDB id 1300 VP RS19160 WP 005479129.1 ISGGKEFAFKFEQPDLPIGDLNAGTGGGGTTEPGSCDTAGLVTYPNLPQTDWAGNPSHANQGDKVIHNGVVYQANWWTAS 1040
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!*!!! !!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EPGSDGSWASTVCNI
V

NTDB id 23878 VIBHAR RS22665 WP 012129486.1 EPGSDGSWSTVCNV 1053
NTDB id 1300 VP RS19160 WP 005479129.1 EPGSDGSWATVCNI 1054
consensus !!!!!!!! !!!!*
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