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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 238721 CF386 RS02355 WP 089072878.1 MASRGINKVILVGNLGGDPEVRYLPNGSAVANITLATSESWKDKNTGEQRDKTEWHRVTLYGKLAEIAGEYLKKGSQVYV 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYE........EGYGQSQE.......AYQRPAQQSR 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYD........EGYGQSQE.......AYQRPAQQSR 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQ.......GSGWNQAPAQTNYNQGGYSDNYAQNN 147
NTDB id 238721 CF386 RS02355 WP 089072878.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGTMQMIGGRATNNQQPQFNSPNMQQQSM..................NSSANN 142
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQ...........PAKQHQ 149
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NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFN.....GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 238721 CF386 RS02355 WP 089072878.1 SFE.....N....SAPKKQENKPDFDESSFDFDDDIPF 171
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQ.....Q....SA.PQQYSQPQYNEPPMDFDDDIPF 177
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