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OFERIEAAVLL L CRYE 7oL AR A YL CAE Ao e Rosedb AN

MINFEKIEMAY LLL NCQ® ENMUL TH YDA EQN |JYLGAEGARIEN B\ NEIKL EIL{L KEEWR QF FIKARQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

AL ST I LS

QLQ NHQFTPD IGFI LYLLEQ@NL KpEJL EIGSGTGNLA T NN SKS DY GIE DDLLIDLSASIA DSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

L R el EQS&KY&KK@ A VRWSEQ

J\HF QEDAVRPQ LKESDI ISDLPVG YPNDINIAISRYISVA BIWHTYAHHLLMEQSLKYLKK GIJAIFLAPV LLTS|gQ
VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

oA A5 B PR e Cgecsn s D gt EAK e

SINLLKNWLI pgy A I LP' IF{eaySNEKSIMVLKQ pisty E FVYP RIDLEGWAEN| RFMEANFKKWKIRSN Vi E.chvg
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

X non conserved
B similar
>507% conserved
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