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NTDB id 238630 CEQ48 RS09630 WP 232477892.1 ......................................MGLLGYYRAGRQFLGFVVAILTIVLQGNLIRDQSNVLYQVGP 42
NTDB id 1149 A1552VC RS08405 WP 000173776.1 MTLLSNYWSLISFSITVLSAPYWPWMPSWGWAWLCLIVMVLLGYHRVGRQFLGFVAAILTIVLQGNLIRDQSNVLYQAGP 80
NTDB id 1396 DSB67 RS04755 WP 010649088.1 MTLLEKSLTLALFVASVISSAWWPTMPDWRWLLLGIIATGSIIKLRRGLLSIGVIWGFMVVIIHGNVMEHQRQALFRAGG 80
NTDB id 1295 VP RS04795 WP 005481856.1 MTLLEKSWTLALFVASVISSAWWPTMPDWRWLLLGIITTGSIIKLRRGLISIGVIVGFMVVIVHGNIMEYQRQALFQAGE 80
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NTDB id 238630 CEQ48 RS09630 WP 232477892.1 DIIIKGRVDSFFTQTRYAYEGFVLIHEVNGQTLNRLMRPRIRLSAPLLLQPNDQISFSVTLKPIVGRLNQTGFDLEAHYM 122
NTDB id 1149 A1552VC RS08405 WP 000173776.1 DIIIKGRVDSFFTQTRYAYEGFVLIHEVNGQTLNKMTRPRIRLSAPLLLQPNDRVEFSVTLKPIVGRLNQTGFDLEAHYM 160
NTDB id 1396 DSB67 RS04755 WP 010649088.1 NITINGKVDSPFTQISHGYEGIAQINQVNSQNLLPFLKPKIRLITAFPLPVNSEFTTQVTIKPILGLKNEAGFDAEKQAV 160
NTDB id 1295 VP RS04795 WP 005481856.1 NSTIIGRVDSSFTQISHGYEGVVAIKQVNSHTLLPFLKPKVRLITPFPLAVNSEFTTNVLIKPIIGLRNEAGFDAEKQSM 160
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NTDB id 238630 CEQ48 RS09630 WP 232477892.1 AQSIIARAVVKPDTAYQIVQESDIRSSLFFKLEQLTHTSPYQGLILALTFGERKGIDEQEWQTLRNSGLIHLVAISGLHI 202
NTDB id 1149 A1552VC RS08405 WP 000173776.1 AQSVVARAVVKPDTAYQIVQESGIRSSLFFELEQLTHTSPYQGLILALTFGERKGIDEQEWQALRNSGLIHLVAISGLHI 240
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GKGIVARAVTPDDAKWLIRTYSSFRQQIITAVDTHIAELDHFPLISALAFSDRSLLAKQDWQSLRDSGLLHLVSISGLHI 240
NTDB id 1295 VP RS04795 WP 005481856.1 GSGVVARAVVTKDSYWVIRTSSSWREAIIQTVERDISRLEHFALIKALAFADRTGLTKEDWQSLRDSGLLHLVSISGLHI 240
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NTDB id 238630 CEQ48 RS09630 WP 232477892.1 GIAFSVGYFLGLGMMRLHAQLLWSPFVCGALLAVLYAWLAGFTLPTQRALIMCLLNVALVMLAFPLSALKRILLTLGAVL 282
NTDB id 1149 A1552VC RS08405 WP 000173776.1 GIAFSVGYFLGLGMMRFHAQLLWSPFVCGALLAVLYAWLAGFTLPTQRALIMCLLNVALIMLAFPLSALKRILLTLVAVL 320
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GMAFAFGMSLGFVIRLLFPKFVHLPSAVGLLAALVYAWLADFSLPTTRAFSVCVIYLVLKAALVHWSPWRVLLLAVSIQL 320
NTDB id 1295 VP RS04795 WP 005481856.1 GMALTFGLALGGLIRLAMPRYWFLPSVSGLAFAIVYAWLADFSLPTTRAVSVCIIYIALKYWLVHWSPWRVLLLAVALQL 320
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NTDB id 238630 CEQ48 RS09630 WP 232477892.1 LWSPFASLSNSFWMSFLAVAIVLYQLASQ....SQRQVWWKALLWAQVFLVCLMAPVTAYFFGGLSVTAVLYNLVFIPWF 358
NTDB id 1149 A1552VC RS08405 WP 000173776.1 LWSPFASLSNSFWMSFLAVAIVLYQLASQ....SQRQVWWKALLWAQVFLVCLMAPVTAYFFGGLSVTAVLYNLVFIPWF 396
NTDB id 1396 DSB67 RS04755 WP 010649088.1 FIEPFASFTMSFWLSYLSVVAVLLAVNVVQQRRGNRQTKLSSLLKIQLVLTLLIVPISGAFFSGTSLVSIAYNLVFIPWF 400
NTDB id 1295 VP RS04795 WP 005481856.1 FFQPFASFSLSFWLSYLSVGAVLFAVNTVQDSKEGRLGKLRILLLTQLILSLLIVPISGYFFSGFSWSSLVYNLVFIPWF 400
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NTDB id 238630 CEQ48 RS09630 WP 232477892.1 SLVIVPALFLGLLLMVVWPSVAAAYWPWVDWTFLPLDWALQFADVGWWVVPSKVQGVVAASVAILLLYRFMSLK....AC 434
NTDB id 1149 A1552VC RS08405 WP 000173776.1 SLVIVPALFLGLLLMVVWPSVAAAYWPWVDWTFLPLDWALQFADVGWWVVPSKVQGVVAASVAILLLYRFMSLK....AC 472
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GFLVVPLMFLALIVTPISFQLAGMLWQLVDWVLLPLTWSLQFAVGSWHFVSLPLTLTILAVAICGLLRRFLNRGSLVTLV 480
NTDB id 1295 VP RS04795 WP 005481856.1 GFVVVPIMFAALIASLLFPMLATVLWYLLDIFLVPLSWSVRYAIGTWQPISAEWTFVIAVVSAVLVSRHVMPRYVWMFVC 480
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NTDB id 238630 CEQ48 RS09630 WP 232477892.1 SLLLGMIGLWWCFPSLTPLWRMDVLDVGHGLAIMIEQDERAIVYDTGSSWPGGSYVQSVIEPMLQQRGLRQVEGVILSHL 514
NTDB id 1149 A1552VC RS08405 WP 000173776.1 SLLLGMIGLWWWFPSLTPLWRMDVLDVGHGLAIVIEQDERAIVYDTGSSWPGGSYVQSVIEPMLQQRGLRQVDGVILSHL 552
NTDB id 1396 DSB67 RS04755 WP 010649088.1 ML.VT..GVALFYERTTNSWRVDVLDVGHGLAVLIEKHGKVALYDTGKAWNSGSIAQQVISPVLHRRGFGTIDMFIISHA 557
NTDB id 1295 VP RS04795 WP 005481856.1 VI.VV..MTGLFPKQYNQTWRIDVLDVGHGLAVLVEKEGRVLLYDTGKAWQNGSIAEQVITPVLHRRGYSSVDTMILSHA 557
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NTDB id 238630 CEQ48 RS09630 WP 232477892.1 DNDHAGDWQGLAERWQPDWIRASQLGTEFMPCIRGESWQWQSLHFTVLWPPQAVSRAYNQHSCVIRMTDPQSNHSVLLSG 594
NTDB id 1149 A1552VC RS08405 WP 000173776.1 DNDHAGDWQGLAERWQPNWIRASQLGTEFMPCIRGESWQWQSLHFTVLWPPQAVSRAYNQHSCVIRMTDTQSNHSVLLSG 632
NTDB id 1396 DSB67 RS04755 WP 010649088.1 DSDHAGGRQYIEQHFSPAQNFSSQNYADYQSCIAGERWYWQALYFEVLWPPKQVNRAYNPHSCVVRVVDKESGFKLLLTG 637
NTDB id 1295 VP RS04795 WP 005481856.1 DNDHAGGRKVIEQYFSPKHKLSSQSFLHYQPCIAAEKWKWQGLNMEVLWPPKPVVRAYNPHSCVISLEDPSTGFKMLFTG 637
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NTDB id 238630 CEQ48 RS09630 WP 232477892.1 DVTAMGEWLLARDGALLQSDVMIVPHHGSKTSSTAEFIAKVNPKLAIASVAKDNRWNLPNPQVVARYQAQQVEWLDTGQA 674
NTDB id 1149 A1552VC RS08405 WP 000173776.1 DVTAMGEWLLARDGAQLQSEVMIVPHHGSKTSSTAEFIAQVNPKLAIASVAKDNRWNLPNPQVVARYQAQQVEWLDTGHA 712
NTDB id 1396 DSB67 RS04755 WP 010649088.1 DIEAVSEWILMREPNKLESDVMLVPHHGSKSSSNPKFVQIVSPTLAIASLAKSNQWGMPAENVLSAYQEANAYWLDTGSH 717
NTDB id 1295 VP RS04795 WP 005481856.1 DIEAISEWILLREPEKLRSDVMLVPHHGSKSSSNPKFINVVEPSLAIASTAKLNQWGMPAPEVVQAYTDSGVSWLDTGSD 717
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logo GQVITS IVLLF ILFDEYGLPRNDNQLWRYDFWEFASTKQRRSELGTFIWQEPWYRQMLRNKGRVE
NTDB id 238630 CEQ48 RS09630 WP 232477892.1 GQISLFFYPDQLDWFTQRSLGWEPWYRQMLRKGVE 709
NTDB id 1149 A1552VC RS08405 WP 000173776.1 GQISLFFYLDQLDWFTQRSLGWQPWYRQMLRKGVE 747
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GQVSVFIERDNWYFEAKRSETFEPWYRQMLRKRVE 752
NTDB id 1295 VP RS04795 WP 005481856.1 GQITILLDGNNWRFESKRRETIEPWYRQMLRNRVE 752
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