
logo MFRTFLLYGCLLNI LMIPSLVLALDKSMS I FYPLP IQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP
NTDB id 238625 CEQ48 RS08565 WP 198301243.1 MFRTFLYGCLLNIMIPSLVLALDKSMSIFYPLPIQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP 80
NTDB id 1151 GTF74 RS04205 WP 001911421.1 MFRTLLYGCLLNILIPSLVLALDKSMSIFYPLPIQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP 80
consensus !!!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QLMSSHIVYANSAFWAFEQHELFRTYPGGEKRELMLSLTPGTQI IVQMGASNGMIWMVDGENFYSYE IRSGRVESLSLHELYQ
NTDB id 238625 CEQ48 RS08565 WP 198301243.1 QMSSHIVYANSAFWAFEQHELFRTYPGGEKELMLSLTPGTQIVQMGASNGMIWMVDGENFYSYEIRSGRVESLSLHELYQ 160
NTDB id 1151 GTF74 RS04205 WP 001911421.1 QLSSHIVYANSAFWAFEQHELFRTYPGGERELMLSLTPGTQIIQMGASNGMIWMVDGENFYSYEIRSGRVESLSLHELYQ 160
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LNSASKVVINDAQFLVSKWALATNVGVYLSDEVQGFASHVKKNSGKHF IVQKLYFSHKRRELL IVGSKRGAL IV IDI ENKRAPLPLPDR
NTDB id 238625 CEQ48 RS08565 WP 198301243.1 LNSASKVVINDAQFLVSKWALATNVGVYLSDVQGFSHVKKSGKHFVQKLYFSHKRRELLIGSKRGALIIDIENKRALPDR 240
NTDB id 1151 GTF74 RS04205 WP 001911421.1 LNSASKVVINDAQFLVSKWALATNVGVYLSDEQGFAHVKNSGKHFIQKLYFSHKRRELLVGSKRGALVIDIENKRPPLDR 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!! !!!!!*!!!!!!!!!!!!!*!!!!!!!*!!!!!!!***!!

logo IGSSHVLS IAETEKEYWIGTEDGLFVYSF ITGKI
VVQLESNNSQDGYALLGKKIYAMVNDFQGGMWIGTDKGI FYYSLFGQQ

NTDB id 238625 CEQ48 RS08565 WP 198301243.1 IGSSHVLSIAETEKEYWIGTEDGLFVYSFITGKVVQLESNSQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFYYSLFGQQ 320
NTDB id 1151 GTF74 RS04205 WP 001911421.1 IGSSHVLSIAETEKEYWIGTEDGLFVYSFITGKIVQLESNNQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFYYSLFGQQ 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FTRYPAQALSNDGSKTP IGKIATASLNSDSGDYLAITAQQGLYNSFNFSDELRKHNL IYPGKVNDFVIAEQEHI
LW IATEKGLVRYNL

NTDB id 238625 CEQ48 RS08565 WP 198301243.1 FTRYPAQALSNDGSKTPIGKITSLNSSGDYLAITQQGLYSFNFSDELRKNLIYPGKVNDFVIEQEHIWIATEKGLVRYNL 400
NTDB id 1151 GTF74 RS04205 WP 001911421.1 FTRYPAQALSNDGSKTPIGKIAALNSDGDYLAITAQGLYNFNFSDELRKHLIYPGKVNDFVIAQEHLWIATEKGLVRYNL 400
consensus !!!!!!!!!!!!!!!!!!!!! !!! !!!!!!! !!!! !!!!!!!!!*!!!!!!!!!!!! !!!*!!!!!!!!!!!!!

logo

N
SRRGS IDTPNLPLMPLLQTAI EQHLSLDSDGNLWGATSDNHYQIWSYSLSEKQNTYRDYGSEWMVKAFSPSR ITL ILAAVKTDKGI

VVIGTE
NTDB id 238625 CEQ48 RS08565 WP 198301243.1 NRRGIDTPNLPLMLLQTAIEHLSLDSDGNLWGASNHQIWSYSLSEQTYRDYGSEWMVKAFSPSRITLIAAVTKGVVIGTE 480
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SRRSIDTPNLPLPLLQTAIQHLSLDSDGNLWGTSDYQIWSYSLSEKNYRDYGSEWMVKAFSPSRITLLAAVKDGIVIGTE 480
consensus !! !!!!!!!!*!!!!!! !!!!!!!!!!!! ! *!!!!!!!!! !!!!!!!!!!!!!!!!!!!!*!!! !*!!!!!

logo HGAYSLFLEKQQIRFDFSSHRYGE I LQVAVEDSASGHIWLVVGSYGVFQWRKDQPEAAVATVEL I EENIQPLC IATESKQQGMWL I STKQ
NTDB id 238625 CEQ48 RS08565 WP 198301243.1 HGAYSLFEQQIRFDFSSHRYGEILQVVEDSAGHIWVVGSYGVFQWRKDQPEAAAVELIEENIQPLCITESQQGMWLISTQ 560
NTDB id 1151 GTF74 RS04205 WP 001911421.1 HGAYSLLEKQIRFDFSSHRYGEILQVAEDSSGHIWLVGSYGVFQWRKDQPEAVTVELIEENIQPLCIAESKQGMWLISTK 560
consensus !!!!!! ! !!!!!!!!!!!!!!!!! !!! !!!!*!!!!!!!!!!!!!!!! !!!!!!!!!!!!! !! !!!!!!!!



logo GI SYYRNQELTKHFGAPYGL INSNEFLSAGSCAVGEEVQDE I
NSSL I IGSQFGVVKTNTEELAVSNLPNIQVTFSQVSVNHATTKL

NTDB id 238625 CEQ48 RS08565 WP 198301243.1 GISYYRNQELTKHFGAPYGLINNEFLSGSCAVGEVQEISSLIIGSQFGVVKTNTEELAVSNLPNIQVTFSQVSVNHATKL 640
NTDB id 1151 GTF74 RS04205 WP 001911421.1 GISYYRNQELTKHFGAPYGLISNEFLSASCAVGEEQDNSSLIIGSQFGVVKTNTEELAVSNLPNIQVTFSQVSVNHTTKL 640
consensus !!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!! !* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!

logo LGYRMPSEPLKIAYGDS I SFQFGALPSSRSQSLEYKLNDEQQWQRFDWALLNFDQLLPGKYRLKVRSANPTQRYRTEALFD
NTDB id 238625 CEQ48 RS08565 WP 198301243.1 LGYRMPEPLKIAYGDSISFQFGALPSSRSQSLEYKLNDEQQWQRFDWALLNFDQLLPGKYRLKVRSANPTQRYRTEALFD 720
NTDB id 1151 GTF74 RS04205 WP 001911421.1 LGYRMSEPLKIAYGDSISFQFGALPSSRSQSLEYKLNDEQQWQRFDWALLNFDQLLPGKYRLKVRSANPTQRYRTEALFD 720
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FEVLQPWYMNTPS IVAI
L
I
VGYVLSLVLGLLALAFLWWRTRMI LASANRKLKAQVDELKTSQLRHQSKIVLSNNHQLRKQLQLHHTI LG

NTDB id 238625 CEQ48 RS08565 WP 198301243.1 FEVLQPWYMNPVAIIGYVLSLLGLLALAFWWRTRMILSANRKLKAQVDLKTSQLRHQSKIVLSNNHQLRKQLQLHHTILG 800
NTDB id 1151 GTF74 RS04205 WP 001911421.1 FEVLQPWYMTSIALVGYVLSVLGLLALALWWRTRMILAANRKLKAQVELKTSQLRHQSKIVLSNNHQLRKQLQLHHTILG 800
consensus !!!!!!!!! **!**!!!!!*!!!!!!! !!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NVLDENIDASLRHLSSYAKVRAWSEFEAPFNKVKQELAQLHFMHRGDDEDEESKYHDLHLL I ESALKSWQEEYNSKRALQIKLTYS
NTDB id 238625 CEQ48 RS08565 WP 198301243.1 NVLENIDASLRHLSSYAKVRAWSEFEAPFNKVKQELAQLHFMHRGDDEESKYHDLHLLIESALKSWQEEYNRAQIKLTYS 880
NTDB id 1151 GTF74 RS04205 WP 001911421.1 NVLDNIDASLRHLSSYAKVRAWSEFEAPFNKVKQELAQLHFMHRGDEDESKYHDLHLLIESALKSWQEEYSKALIKLTYS 880
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!! *! !!!!!!

logo GEPSRFVEVRQFNLDVLFNAVLTDAIKRLYKHQELTIQLEMVRNAQAVIVFSDFGAVP IQNIDNKQMTMVTLSGNSSYPLEELAVI
TRS

NTDB id 238625 CEQ48 RS08565 WP 198301243.1 GESRFVEVRQFNLDVLFNAVLTDAIKRLYKHQELTIQLEMRNAQAVIVFSDFGVPIQNINQMMVTLSGNSYPLEELATRS 960
NTDB id 1151 GTF74 RS04205 WP 001911421.1 GEPRFVEVRQFNLDVLFNAVLTDAIKRLYKHQELTIQLEVRNAQAVIVFSDFGAPIQNIDKTMVTLSGSSYPLEELVIRS 960
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!!!! !!!!!! !!!!!!! !!

logo GGEVLHVLALKERNVI ELAWPLAVSTLPELEPTIHKPQEEGELQAAVKVGIDDEVEKEWLSKVEKL I ELHYSDPNFTTSTAAQALLYVS
NTDB id 238625 CEQ48 RS08565 WP 198301243.1 GGELHVLALKERNVIELAWPLVSLPELEPIHKQEEGELAVKVGIDDVEKEWLSKVEKLIELHYSDPNFTTSTAAQLLYVS 1040
NTDB id 1151 GTF74 RS04205 WP 001911421.1 GGVLHVLALKERNVIELAWPLATLPELETIHKPEEGEQAAKVGIDEVEKEWLSKVEKLIELHYSDPNFTTSTAAQALYVS 1040
consensus !! !!!!!!!!!!!!!!!!!! *!!!!!*!!!*!!!! ! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo ERSLQRRFKAAVTGKTFKESLNEVRLEKACQSLLSGATKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQF I EDQEN
NTDB id 238625 CEQ48 RS08565 WP 198301243.1 ERSLQRRFKAVTGKTFKESLNEVRLEKACQSLLSGTKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQFIEDQEN 1114
NTDB id 1151 GTF74 RS04205 WP 001911421.1 ERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQFIEDQEN 1114
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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