
logo MIVSMDVIKRVYQYAEPNLSLVGWMGMLGFPAYYF IVWEYWFPQPSYENLGLRCAAAVLFAGGLVFRDSLMPKKWQRYMPDGYFL
NTDB id 238612 CEQ48 RS05245 WP 089070507.1 MIVSMDVIKRVYQYAEPNLSLVGWMGMLGFPAYYFVWEYWFPQPYENLGLRCAAAVLFAGLVFRDSLPKKWQRYMPDYFL 80
NTDB id 1162 A1552VC RS17020 WP 001882375.1 MIVSMDVIKRVYQYAEPNLSLVGWMGMLGFPAYYFIWEYWFPQSYENLGLRCAAAVLFGGLVFRDSMPKKWQRYMPGYFL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!! !!!

logo FTIGFCLPFFFACFMMLMNDWSTIWAMSFMAS I FLHI LLVHDTRVMALQALFSVLMVAYLAVYGLTDFHRPTTL I EWQYI
VP I F

NTDB id 238612 CEQ48 RS05245 WP 089070507.1 FTIGFCLPFFFCFMMLMNDWSTIWAMSFMASIFLHILLVHDTRVMALQALFSVLMAYLAVYGLTDFRPTTLIEWQYVPIF 160
NTDB id 1162 A1552VC RS17020 WP 001882375.1 FTIGFCLPFFFAFMMLMNDWSTIWAMSFMASIFLHILLVHDTRVMALQALFSVLVAYLAVYGLTDFHPTTLIEWQYIPIF 160
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!*!!!

logo LFTYVFGNLCFFRNQI SHETKVS IAKTFGAGIAHEMRNPLSALKTS IDVVRTMIPKPQTVAAHATDYSLDAQELDLLHQI LN
NTDB id 238612 CEQ48 RS05245 WP 089070507.1 LFTYVFGNLCFFRNQISHETKVSIAKTFGAGIAHEMRNPLSALKTSIDVVRTMIPKPQVAAHADYSLDAQELDLLHQILN 240
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LFTYVFGNLCFFRNQISHETKVSIAKTFGAGIAHEMRNPLSALKTSIDVVRTMIPKPQTAAHTDYSLDAQELDLLHQILN 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!

logo EADDVIYSGNNAIDLLLTS IDENRVSPASFKKHSVVDVI EKAVKTFPYKNAADQHSVEQLAEVHQPFDEFFGSDTLLTYALFN
NTDB id 238612 CEQ48 RS05245 WP 089070507.1 EADDVIYSGNNAIDLLLTSIDENRVSPASFKKHSVVDVIEKAVKTFPYKNAADQHSVQLAVHQPFEFFGSDTLLTYALFN 320
NTDB id 1162 A1552VC RS17020 WP 001882375.1 EADDVIYSGNNAIDLLLTSIDENRVSPASFKKHSVVDVIEKAVKTFPYKNAADQHSVELEVHQPFDFFGSDTLLTYALFN 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!*!!!!!!!!!!!!!!

logo LLKNAFYYQKEHFLSVCR I ES I EGQTRSEHNFL IRVRDNGVGIAPEMLEDI FRDFYTFGKNGSYGLGLPFCRKVMS
TAFGGATIRCAS

NTDB id 238612 CEQ48 RS05245 WP 089070507.1 LLKNAFYYQKEHLSVRIEIGQTREHNFIRVRDNGVGIAPEMLEDIFRDFYTFGKNGSYGLGLPFCRKVMTAFGGAIRCAS 400
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LLKNAFYYQKEHFSVCISIEQTSEHNLIRVRDNGVGIAPEMLEDIFRDFYTFGKNGSYGLGLPFCRKVMSAFGGTIRCAS 400
consensus !!!!!!!!!!!! !!*! ! !! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!

logo QQGQWTEF IVLSTFPRYDSDTVDNE IKTELLKTKSL IY IGSNQATIVRELNQLAVEDEFGFTAI SAQQAVRRQDYEFEFDL I LL
NTDB id 238612 CEQ48 RS05245 WP 089070507.1 QQGQWTEFILTFPRYDSDTVDEIKTELLKTKSLIYIGSNQTIVRELNQLAVEDEFGFTAISAQQAVRRQDYEFEFDLILL 480
NTDB id 1162 A1552VC RS17020 WP 001882375.1 QQGQWTEFVLSFPRYDSDTVNEIKTELLKTKSLIYIGSNQAIVRELNQLAVEDEFGFTAISAQQAVRRQDYEFEFDLILL 480
consensus !!!!!!!!*!*!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DLDDATATQGE I
LLPKLEGTLSFATEQGC IGYVYDPGKTYAVNINRYLR IQP I S IHNS I LRKPRKI I ERLLFEQESLASMNRNVIP

NTDB id 238612 CEQ48 RS05245 WP 089070507.1 DLDDATTQGEILPKLEGTLSFTQGCIGYVYDPGKTYAVNINRYLRIQPISINSILRKPRKIIERLLFEQESLAMNRNVIP 560
NTDB id 1162 A1552VC RS17020 WP 001882375.1 DLDDATAQGELLPKLEGTLSFAEGCIGYVYDPGKTYAVNINRYLRIQPISIHSILRKPRKIIERLLFEQESLSMNRNVIP 560
consensus !!!!!! !!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!



logo LKQKSRHERR I LVVDDNQS IRTFTAI LLEQQGYEVVQANDGSEVLKHMENSQNIDLVLMDI EMPNVGGLEATRL IRGNSEHDEY
NTDB id 238612 CEQ48 RS05245 WP 089070507.1 LKKSRHERRILVVDDNQSIRTFTAILLEQQGYEVVQANDGSEVLKHMNSQNIDLVLMDIEMPNVGGLEATRLIRGSEHDY 640
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LQKSRHERRILVVDDNQSIRTFTAILLEQQGYEVVQANDGSEVLKHMESQNIDLVLMDIEMPNVGGLEATRLIRNSEHEY 640
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!

logo KNIP I IGYTGDNSPKTLALVQTSGMNDF IVKPADRDVLLNKVAASWV
NTDB id 238612 CEQ48 RS05245 WP 089070507.1 KNIPIIGYTGDNSPKTLALVQTSGMNDFIVKPADRDVLLNKVASWV 686
NTDB id 1162 A1552VC RS17020 WP 001882375.1 KNIPIIGYTGDNSPKTLALVQTSGMNDFIVKPADRDVLLNKVAAWV 686
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!
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