
logo MDNIRPSQIKHKQRIASF ITHAVVVVMGVL IVSVLFQSYQI SSRLMAQEGQRTSVQTASSL IQSLFDFRLAALR IHQDSTAK
NTDB id 238610 CEQ48 RS04735 WP 089070428.1 MDIRPSQIKHKQRIASFITHAVVVVMGVLIVSVLFQSYQISSRLMAQEGQRTSVQTASLIQSLFDFRLAALRIHQDSTAK 80
NTDB id 1164 A1552VC RS18025 WP 001026306.1 MNIRPSQIKHKQRIASFITHAVVVVMGVLIVSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLAALRIHQDSTAK 80
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo NASL INALVSRDSSRLDEFFSSVDELELSNAPDLRF I SSHDNQI LWDDGNASFYGIAQQELNKL IRKRVAI SGNWHLVQTPS
NTDB id 238610 CEQ48 RS04735 WP 089070428.1 NASLINALVSRDSSRLDEFFSSVDELELSNAPDLRFISSHDQILWDDGNASFYGIAQQELNKLIRKVAISGNWHLVQTPS 160
NTDB id 1164 A1552VC RS18025 WP 001026306.1 NASLINALVSRDSSRLDEFFSSVDELELSNAPDLRFISSHDNILWDDGNASFYGIAQQELNKLIRRVAISGNWHLVQTPS 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo EGKSVHI LMRRSSL I EAVGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLAVDSTTPLVSTLKGNEPYSLDYVVHRSAK
NTDB id 238610 CEQ48 RS04735 WP 089070428.1 EGKSVHILMRRSSLIEVGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLAVDSTPLVSTLKGNEPYSLDYVVRSAK 240
NTDB id 1164 A1552VC RS18025 WP 001026306.1 EGKSVHILMRRSSLIEAGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLAVDTTPLVSTLKGNEPYSLDYVVHSAK 240
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!

logo DAMKRDSF IVGQTFLEVENSVPTYLCVYS IQTNQNVLTLRDNFYFWMAFAL IVSMIGVS IASRWWLQKR IQRE I ETLMNYTHK
NTDB id 238610 CEQ48 RS04735 WP 089070428.1 DAMKDSFIVGQTFLEVENVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALVSMIGVSIASRWWLQKRIQREIETLMNYTHK 320
NTDB id 1164 A1552VC RS18025 WP 001026306.1 DAMRDSFIVGQTFLEVESVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALISMIGVSIASRWWLQKRIQREIETLMNYTHK 320
consensus !!!*!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LMDLDTKSDEF IGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRL IRMNPSAQIQFLREDAQNHFL
NTDB id 238610 CEQ48 RS04735 WP 089070428.1 LMDLDTKSDFIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRLIRMNPSAQIQFLREDAQNHFL 400
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LMDLDTKSEFIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRLIRMNPSAQIQFLREDAQNHFL 400
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FE I LEHRQLLPMTITNYAAQGKNNPSDEVTTEVDGRVYRWNLSP IMVEGQI I S I ITQGQDI
VTSTIAEAEKQSQAARREAEESARVR

NTDB id 238610 CEQ48 RS04735 WP 089070428.1 FEILEHQLLPMITYAAQGKNPSEVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDVTSIAEAEKQSQAARREAEESARVR 480
NTDB id 1164 A1552VC RS18025 WP 001026306.1 FEILERQLLPTITNAAQGNNPSDVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDITTIAEAEKQSQAARREAEESARVR 480
consensus !!!!!*!!!! !! !!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!

logo AEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQRDEHVAVLCSTSGEHLLAVLNDI LDFSRLEQGKFR IQKNEFRLKDELVC
NTDB id 238610 CEQ48 RS04735 WP 089070428.1 AEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQRDHVAVLCTSGEHLLAVLNDILDFSRLEQGKFRIQKNEFRLKDLVC 560
NTDB id 1164 A1552VC RS18025 WP 001026306.1 AEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFRLKELVC 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!



logo AIDR IYRPLCNEKGLELDVVNSNITATASAIVRSDQIR INQI LFNLLNNAIKFTHQGS IRVELQL I EGDPLAQLVIQVVDTGI
NTDB id 238610 CEQ48 RS04735 WP 089070428.1 AIDRIYRPLCNEKGLELDVNSNITASAIVRSDQIRINQILFNLLNNAIKFTHQGSIRVELQLIEGDPLAQLVIQVVDTGI 640
NTDB id 1164 A1552VC RS18025 WP 001026306.1 AIDRIYRPLCNEKGLELVVNSNITTAAIVRSDQIRINQILFNLLNNAIKFTHQGSIRVELQLIEGDPLAQLVIQVVDTGI 640
consensus !!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GIREQDLTVI FEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVNSSEYGI
VGTRFE IQLP I ELVEKLPDAEPQQLLPAP

NTDB id 238610 CEQ48 RS04735 WP 089070428.1 GIREQDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVNSEYGVGTRFEIQLPIELVEKLDEPQQLLPAP 720
NTDB id 1164 A1552VC RS18025 WP 001026306.1 GIREQDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGIGTRFEIQLPIELVEKPDAPQQLLPAP 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!*! !!!!!!!!

logo DPQPQLFDKPTLRVLLVEDNHTNAF IAQAFCRKYGLDVSWVTDGLQAI EELKIHDTYDLVLMDNQLPYLDGVETTRTIKKI
VLH

NTDB id 238610 CEQ48 RS04735 WP 089070428.1 DPQQLFDKPLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKIHTYDLVLMDNQLPYLDGVETTRTIKKILH 800
NTDB id 1164 A1552VC RS18025 WP 001026306.1 DPQPLFDKTLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKIHDYDLVLMDNQLPYLDGVETTRTIKKVLH 800
consensus !!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!

logo LPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHHHGEQKNAGLSN
NTDB id 238610 CEQ48 RS04735 WP 089070428.1 LPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHHHGEKNAGSN 857
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHHHGQKNAGLN 857
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !
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