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NTDB id 238570 CAV RS03110 WP 094325055.1 MRAKNKSEIYILGNGAMAKALALALKDDYELYVVARNTSNLSFFKQNNIKTMFYDEFDMSGKTVILAFKPYVLKLMKDSL 80
NTDB id 1236 CJJ81176 RS05225 WP 002869050.1 .......MLYILANGAMATALAYGLKDDYEICIVGRSIEKLQALAKEGFKTLLYKDFNIEGKDVILAFKPYALENIAQML 73
consensus ******* *!!!*!!!!! !!! *!!!!!!***!*! ! !!* ! *! * !! !!!!!!!! ! * !
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NTDB id 238570 CAV RS03110 WP 094325055.1 QARARIVISVLAGISLDELSVLNADNIVRIMPNIAAKYKASTTTFIRQNELYKDEILELIQSFGDAFELEKEELFDAAMV 160
NTDB id 1236 CJJ81176 RS05225 WP 002869050.1 KGQARILISVLANVDFEKLQTIKAQNYVRIIPNTAAKYKASTTPYILKNSHFENEILDILKTFGSAYKLDNEIQMNAAMA 153
consensus * !!!*!!!!! * * ! * ! ! !!!*!! !!!!!!!!!**! ! ** !!!*** *!! !* !* ! !!!

logo I SGCAPAFLAS IL IAES IMANAAGLVCYEGLSTKNEKLSLYDNLTVKRSLFKGSSYHSANLLESHNEHPAI
L IKENQICSPAGGVTIKGI

VKAI LEEQEKGI
VRAGASF

NTDB id 238570 CAV RS03110 WP 094325055.1 ISGCAPAFLSIIAESMANAALCEGLTNKLSYDLVKSLFKGYHNLLSNEHPALIKEQICSPAGVTIKGVKALEEEGVRAAF 240
NTDB id 1236 CJJ81176 RS05225 WP 002869050.1 ISGCAPAFLALIAESIANAGVYEGLSKELSLNLTRSLFKSSSALLEHEHPAIIKENICSPGGVTIKGIKILEQKGIRGSF 233
consensus !!!!!!!!! *!!!!*!!!***!!!* !! ! *!!!! * !! *!!!!*!!!*!!!!*!!!!!!*! !! !*!* !

logo FEKAFIANASLSAGK
NTDB id 238570 CAV RS03110 WP 094325055.1 FKAFAASLGK 250
NTDB id 1236 CJJ81176 RS05225 WP 002869050.1 FEAINASSAK 243
consensus ! ! !! *!
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