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NTDB id 1210 C694 RS01710 WP 001862983.1 MKSHFQYSTLENIPKA....FDILKDPPKKLYCVGDTKLLDTPLKVAIIGTRRPTPYSKQHTITLARELAKNGAVIVSGGALGVD 81
NTDB id 238569 CAV RS03035 WP 094325041.1 .......MELTNLPKE....LLSLKKPVKKLYFKGNLELLQK.RKVAIIGSRKASIYTKNCVKELASLLRNVGVAVVSGGALGVD 73
NTDB id 1239 Cj0634 YP 002344063.1 .......MASEILPDEFLELFKDLKKPPKKLHYKGNLSLLKQ.DKIAIIGSRRMSVYTKNCVFSLASMLKNAHLCVVSGGALGVD 77
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NTDB id 1210 C694 RS01710 WP 001862983.1 IIAQENALPKTIMLSPCSLDFIYPTNNHKVIQEIAQNGLILSEYEKDFMPIKGSFLARNRLVIALSDVVIIPQADLKSGSMSSAR 166
NTDB id 238569 CAV RS03035 WP 094325041.1 INAHIGSMPSTIAVFANGLNSIYPKSNEKIIKNIYENALALSENEPDYIAKNYDFLLRNRIIIALSEAVVIAEADLQSGSMQSAR 158
NTDB id 1239 Cj0634 YP 002344063.1 ITASMAAMPNTIGIFANGLDQIYPRTNEKIIKQIYENALALSEYEDDYLPKNYDFLLRNRLVIALSKAVVVAQADIKSGSMQSAK 162
consensus ! ! ****! !!******!* !!!**!*!*!**!**!*!*!!!*! !*******!!*!!!**!!!!**!****!!**!!!!*!!*

logo LCAELQEKQLMYNQKKPLYFVLPQRALFGNESDKTAGTNELLLAEKEKSGNQKAKQSGL ICFNNDI
F
H
K
Q

A
E
NFAIVNSESTLFAGLKNSDYHL IKLEMDEMPEKNEMDEQDEF ILKEYFCAKQKEGNPSVSYVDEKE I

A
Y
L
L
K
I
K
Y
FGQDLKVLLYEYE

NTDB id 1210 C694 RS01710 WP 001862983.1 LAQKYQKPLFVLPQRLNESDGTNELLEKGQAQGIFNIQNFINTLLKDYHLKEMPEMEDEFLEYCAKNPSYEEAYLKFGDKLLEYE 251
NTDB id 238569 CAV RS03035 WP 094325041.1 LCEQMQKKLFVLPQRAFESKGTNLLLASNKASLINDFHAFASSFGN....L.DEKEDDEFIKFCKQESSVEKILKKFGDLLYEYE 238
NTDB id 1239 Cj0634 YP 002344063.1 LALELNKPLYVLPQRLGESTATNLLLKENKAKLICDFKEFVSEFAS....I.DMN.QDEFLEFCKKGVSVDEALKIYGQKVYEYE 241
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logo LELNGKI EKSRI EIYNGHLTFIS IVKRVLVALAV
NTDB id 1210 C694 RS01710 WP 001862983.1 LLGKIKRINHIVVLA. 266
NTDB id 238569 CAV RS03035 WP 094325041.1 LNGKIEIYGTSVKVLV 254
NTDB id 1239 Cj0634 YP 002344063.1 LEGKISIEGLFIRVLA 257
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